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I, the undersigned, Dr John Chaddock, of Health Protection Agency, do 
solemnly and sincerely declare that I am an inventor of US patent application 
No: 09/529,130. 

As evidenced by the abridged version of my curriculum vitae (Annex 1 ), I have 
been actively undertaking research in the technical field of protein chemistry 
for the last 16 years. I am therefore entirely familiar with protein conjugation 
chemistry. 

I also confirm that I am familiar with the prosecution history (to date) of US 
09/529,130. 

The methodology involved in coupling two protein molecules (A and B) 
together is simple, and is achieved through the use of a cross-linking agent 
.(also known as a chemical coupling agent). For example, molecules A and B 
are separately contacted with a cross-linking agent, which chemically modifies 
a specific surface group on each of molecules A and B thereby forming 
derivatised molecules A' and B'. The modified surface group on molecule A' is 
capable of covalently bonding with the modified surface group on molecule B'. 
Thus, the coupling reaction is completed by mixing together the two protein 
molecules A' and B'. 

Chemical coupling agents have been commercially available for many years, 
in particular, well before the priority date (8 October 1997) of the present 
application. Moreover, the use of cross-linking agents has been widespread 
for many years (certainly prior to 8 October 1997). 

Example 1 of US 09/529,130 illustrates the use of one such coupling agent, 
namely SPDP, to chemically couple two protein molecules (a galactose- 
binding lectin, and the LH N of botulinum neurotoxin). The two molecules are 



separately contacted with SPDP, and then mixed together to allow covalent 
conjugation. 

In addition, lines 5-7 on page 8 of W099/1 7806 (from which US 09/529,130 is 
derived) confirm that the claimed agent can be produced according to 
W096/33273 - an earlier patent application for which I am a named inventor. 
This confirmation is repeated at lines 16-18 on page 9 of WO99/17806 which 
explicitly states that "[f]hese and other lectins of the sub-class of galactose- 
binding lectins can be used as targeting moieties (TM) for conjugates of the 
type described in W096/33273." 

The conjugates described in the Examples of W096/33273 confirm that 
PDPH/EDAC, or Traut's reagent may be employed as an alternative chemical 
coupling agent to SPDP. Moreover, referring to the specification of 
W096/33273 (see the paragraph that follows the Examples and immediately 
precedes Table 1 ), it is clear that:- 

"anv other coupling chemistry capable of covalently attaching the TM 
component of the agent to [the] clostridial neurotoxin derived 
component and known to those of skill in the art is covered by the 
scope of this application" [emphasis added]. 

WO99/17806 (from which US 09/529,130 is derived) also describes at page 9, 
lines 28-31, using any coupling chemistry capable of attaching the lectin 
component to the LH N component of the claimed agents: "Thus, in one 
embodiment of the invention a galactose-binding lectin is conjugated, using 
linkages that may include one or more spacer regions, to a derivative of the 
costridial neurotoxins." WO99/17806 also states at page 10, lines 15-19 that 
the "TM, L or LH N and translocation domain components may be separately 




expressed in a recombinant form and subsequently linked, covalently or non- 
covalently, to provide the desired agent." 

Hence, the skilled artisan would recognize that US 09/529,130 generically 
describes covalently linking certain lectins to LH N . Moreover, as further 
described below, the skilled artisan at the time of filing US 09/529,130 was 
familiar with chemical coupling agents and their use for covalently linking 
proteins. Thus, the skilled artisan would also have recognized that the generic 
description of covalent linkages that may include one or more spacer regions 
is a well known class of compounds useful for chemically coupling proteins. 

SPDP was illustrated as the cross-linking agent in Example 1 of US 
09/529,130 simply because it was (and still is) a popular and well-documented 
coupling agent in the technical field of protein conjugation chemistry. Thus, 
SPDP is simply one example of a well known class of compounds that may be 
employed to covalently link together the Targeting Moiety component and the 
clostridial neurotoxin component of the conjugate described in US 
09/529,130. For example, I have also employed SMPB, SMCC (succinimidyl 
4-(A/-maleimidomethyl) cydohexan-1-carboxylate), and Traut's reagent as 
alternative chemical coupling agents to link together a galactose-binding lectin 
or an N-acetylgalactosamine lectin and LH N . 

When preparing the specification of US 09/529,130 it was not considered 
necessary to provide, in the specification, an exhaustive list of chemical 
coupling agents. The simple explanation for this is that the use of 
conventional coupling means for joining together two components of the 
defined agent was not (and still is not) considered an essential feature of the 
described invention. 




In more detail, commercially available members of the well known coupling 
agents may be used for conjugation purposes to produce an agent of the 
invention described in US09/529.130. By way of example, I refer to the 
following pre-1997 publications:- 



Annex2 - Hermanson, G.T. (1996), Bioconjugate techniques, Academic 
Press; 

Annex 3 - Wong, S.S. (1991), Chemistry of protein conjugation and 
cross-linking, CRC Press; 

Annex 4 - Thorpe et al (1987), Cancer Res, 1987, 47, 5924-31. This 
paper describes the use of SMBT (sodium S-4- 
succinimidyloxycarbonyl-alpha-methyl benzyl thiosulfate) and 
SMPT (4-succinimidyloxycarbonyl-alpha-methyl-alpha(2- 
pyridyldithio)toluene); and 

Annex 5 - Peeters et al (1989), J Immunol Methods. 1989, 120, 133-43. 

This paper describe the use of 4 coupling reagents, MHS 
(succinimidyl 6-(N-maleimido)-n-hexanoate), SMCC 

(succinimidyl 4-(N-maleimidomethyl)-cyclohexane-1- ' 

carboxylate), MBS (succinimidyl m-maleimidobenzoate), and 
SPDP. 



Whilst it is true that the use of different coupling agents may have different 
effects (ie. improved, neutral, or adverse) on the biological activity of an agent 
according to US 09/529,130, I can confirm that the use of such coupling 
agents is (and was prior to October 1997) a matter of routine to a person of 
skill in the art. Thus, in principle, any member of the well known class of 
chemical coupling agent may be employed to couple a lectin to a polypeptide 
comprising a clostridial protease domain and a clostridial translocation 
domain. Moreover, having selected a particular coupling agent, it is (and was 




prior to October 1997) a matter of routine to confirm that the resulting agent 
has the requisite biological activity, as explained in more detail below. 

Confirmation of L-chain function after chemical coupling may be tested 
by assaying for protease activity inherent to the L-chain. 

By way of example, any one of the following three routine tests may be 
employed. 

SNAP-25 (or synaptobrevin, or syntaxin) may be challenged with an "agent" to 
be tested, and then analysed by SDS-PAGE peptide separation techniques. 
Subsequent detection of peptides (eg. by silver staining) having molecular 
weights corresponding to the cleaved products of SNAP-25 (or other 
component of the neurosecretory machinery) would confirm the presence of a 
functional L-chain. 

As an alternative, the "agent" may be tested by either in vitro challenge (see 
Examples 4-7 of US 09/529,130) or in vivo challenge in a mouse experiment 
(see Examples 8-9 of US 09/529,130). 

As a further alternative, the "agent" may be tested by assaying for SNAP-25 
(or synaptobrevin, or syntaxin) cleavage products via antibody-specific 
binding (see WO95/33850). In more detail, a specific antibody is employed for 
detecting cleavage of SNAP-25. Since the antibody recognises cleaved 
SNAP-25, but not uncleaved SNAP-25, identification of the cleaved product 
by the antibody confirms the presence of L-chain proteolytic function. By way 
of exemplification, such a method is described in Examples 2 and 3 of 
W096/33273. 

Confirmation of H-chain function after chemical coupling may be tested 
by assaying for translocation activity inherent to the H-chain. 




Suitable methods are, for example, described by Shone et al. (1987) Eur. J. 
Biochem. 167, pp.175-180, and by Blaustein et al. (1987) FEBS 226 (1), 
pp. 11 5-1 20. Copies of these documents are provided as Annex 6 and Annex 
7. 

The Shone et al. method employs artificial liposomes loaded with potassium 
phosphate buffer (pH 7.2) and radiolabeled NAD. Release of K + and NAD 
from the liposomes correlates with a positive result for channel forming activity 
and hence translocation activity. In this regard, K + release from liposomes 
may be measured using an electrode and NAD release calculated by 
measuring the radioactivity in the supernatant (see page 176, column 1, line 
33 - column 2, line 17). 

The Blaustein et al. method employs planar phospholipid bilayer membranes, 
which are used to test for channel forming activity. In more detail, salt- 
solutions on either side of the membrane are buffered at a different pH - on 
the cis side, pH 4.7 or 5.5 and on the trans side, pH 7.4. The "agent" to be 
tested is added to the cis side of the membrane and electrical measurements 
are made under voltage clamp conditions, in order to monitor the flow of 
current across the membrane (see paragraph 2.2, pages 116-118). The 
presence of an active translocation function is confirmed by a steady rate of 
channel turn-on (i.e. a positive result for channel formation) -see paragraph 3, 
page 118. 

Confirmation of Targeting Moiety (TM) function after chemical coupling 
may be tested by assaying for galactose-binding function inherent to the 
TM. 




Suitable methods include:- 

a simple haemagglutination assay [see, for example, Iglesias, J.L. et al (1982) 
- Purification and properties of a D-galactose/ N-acetyl-D-galactosamine- 
specific lectin from Erythrina cristagalli. Eur. J. Biochem., 123, pp. 247-252 - 
see Annex 8; and Arango, R. et al (1992) - Expression of Erythrina 
corallodendron lectin in Escherichia coli. Eur. J. Biochem., Apr 15, 205, pp. 
575-581 - see Annex 9]; or 

a simple assay to test for the ability to bind to immobilised sugars (eg. 
galactose) - see Iglesias, J.L. et al (1982) - Purification and properties of a D- 
galactose/ N-acetyl-D-galactosamine-specific lectin from Erythrina cristagalli. 
Eur. J. Biochem., 123, pp. 247-252 

Haemagglutinin assays are well known in the art. In this regard, erythrocytes 
are known (and were so prior to 8 October 1997) to possess surface sugar 
(eg. galactose) residues, and are therefore susceptible to agglutination by 
galactose-binding lectins. Thus, the agglutinating activity of a galactose- 
binding lectin may be confirmed using heparinised human group O, RhO (D)+ 
erythrocytes. In more detail, the erythrocytes are prepared by trypsinisation, 
and 90 min incubation at room temperature. The resulting suspension is then 
challenged with an "agent" to be tested (diluted in PBS) and agglutination 
activity screened visually thereafter. 

Immobilised sugar assays are well known in the art. In this regard, it is (and 
would have been prior to 8 October 1997) routine to test for active galactose- 
binding function. In more detail, a defined quantity of sugar [eg. N-acetyl 
galactosamine (GalNAc), or immobilised galactose (Gal)] is immobilised on to 
a matrix (eg. agarose). A "control" galactose-binding lectin mixture is added to 
the matrix and tumbled gently at room temperature (eg. for 30 minutes). The 
mixture is then transferred from the tumbling vessel to an empty 2.5ml 
polypropylene column and the eluant collected. After several column volume 
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washes [eg. with 20 mM Hepes buffer pH 7.0], the buffer is switched to 
include 0.3 M GalNAc or Gal, with the result that specifically bound material is 
eluted. Using standard protein quantitation methodology (eg. BCA assay, 
Bradford assay, absorbance at 280nm), the ratio of unbound to specifically 
eluted material is readily estimated. This ratio may be used to determine the 
effect of coupling chemistry on the binding activity of the lectins. 

Summary 

I firmly believe that the specification of US 09/529,130 provides adequate 
written description and enablement details for a person of skill in the art to 
reproduce the invention across the scope of the pending claims (ie. Claims 
63, 65, 66 and 71 as filed in response to the Official Action dated 9 July 



I make this solemn declaration conscientiously believing the same to be 



2004). 



true; 
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Dated 




BIOGRAPHICAL SKETCH 



Provide the following information for the key personnel in the order listed for Form Page 2. 
Follow this format for each person. DO NOT EXCEED FOUR PAGES. 



NAME 

Chaddock, John Andrew 



POSITION TITLE 

Senior Scientist 



EDUCATION/TRAINING (Begin with baccalaureate or other initial professional education, such as nursing, and include postdoctoral training.) 



INSTITUTION AND LOCATION 


DEGREE 
(if applicable) 


YEAR(s) 


FIELD OF STUDY 


University of Durham, UK 


BSc. 


1988 


Molecular Biology / 






Biochemistry 


University of Warwick, UK 


Ph.D. 


1992 


Protein Biochemistry 


Open University, UK 


Cert. Mgmt 


2003 


Management 



NOTE: The Biographical Sketch may not exceed four pages. Items A and B (together) may not exceed two of 
the four-page limit. Follow the formats and instructions on the attached sample. 



A. Positions and Honors. List in chronological order previous positions, concluding with your present position. List 
any honors. Include present membership on any Federal Government public advisory committee. 

Positions and Employment 

1992-1995 Postdoctoral Research, University of Warwick, UK 

1995- 1996 Postdoctoral Research, University of Warwick, UK 

1996- 2001 Scientist, Centre for Applied Microbiology & Research, Salisbury, UK 

2002 - present Senior Scientist, Health Protection Agency, Centre for Applied Microbiology & Research, Salisbury, 
UK 



Other Experience 

MSc Examiner in the field of protein toxin biochemistry 
Co-supervisor of Ph.D. studentship at the University of Bath 
Visiting lecturer at University of Bath 

Professional Memberships 

1988-present Member of Biochemical Society, UK 

2002-present Member of International Association for the Study of Pain 



B. Selected peer-reviewed publications (in chronological order). 

1. Wales, R. Chaddock, J. A., Roberts, L. M. & Lord, J. M. (1992) Addition of an ER retention signal to the ricin A- 
chain increases the cytotoxicity of the holotoxin. Exp. Cell Res., 203, 1-4. 

2. Wales, R., Chaddock, J. A., Corben, E. B., Taylor, S. C, Roberts, L. M., Hartley, M. R. & Lord, J. M. (1993) 
Mutational analysis and possible applications of ribosome-inactivating proteins. In Beadle, D. J., Bishop, D. H. L. f 
Copping, L. G., Dixon, G. K. & Hollomon, D. W. (eds.) BCPC Monograph No. 55: Opportunities for Molecular 
Biology in Crop Protection, pp99-1 11. 

3. Chaddock, J. A. & Roberts, L. M. (1993) Mutagenesis and kinetic analysis of the active site Glu177 of ricin A- 
chain. Protein Eng., 6, 425-431. 

4. Chaddock, J. A., Lord, J. M., Hartley, M. R. & Roberts, L. M. (1994) Pokeweed antiviral protein (PAP) mutants 
which permit E. coli growth do not eliminate catalytic activity towards prokaryotic ribosomes. Nucleic Acids Res., 
203, 1536-1540. 

5. Chaddock, J. A., Roberts, L. M., Jungnickel, B. & Lord, J. M. (1995) A hydrophobic region of ricin A-chain which 
may have a role in membrane translocation can function as an efficient non cleaved signal peptide. Biochem. 
Biophys. Res. Commun., 217, 68-73. 

6. Walker, D., Chaddock, A. M., Chaddock, J. A., Roberts, L. M., Lord, J. M. & Robinson, C. (1996) Ricin A-chain 
fused to a chloroplast-targeting signal is unfolded on the chloroplast surface prior to import across the envelope 
membrane. J. Biol. C/?em., 271, 4082-4085. 



7. Chaddock, J. A., Monzingo, A. F., Robertas, J. D., Lord, J. M. & Roberts, L. M. (1996) Major structural differences 
between pokeweed antiviral protein and ricin A-chain do not account for their differing ribosome specificity. Eur. J. 
Biochem., 235, 159-166. 

8. Hartley, M. R., Chaddock, J. A. & Bonness, M. S. (1996) The structure and function of ribosome-inactivating 
proteins. Trends Plant Sc/., 1, 254-260. 

9. Zhan, J., de Sousa, M., Chaddock, J. A., Roberts, L. M. & Lord, J. M. (1997) Restoration of lectin activity to a non- 
glycosylated ricin B chain mutant by the introduction of a novel N-glycosylation site. FEBS Lett., 407, 271-274. 

10. Chaddock, J. A., Purkiss, J. R., Friis, L. M., Broadbridge, J. D., Duggan, M. J., Fooks, S. J., Shone, C. C, Quinn, 
C. P & Foster, K. A. (2000) Inhibition of vesicular secretion in both neuronal and nonneuronal cells by a retargeted 
endopeptidase derivative of Clostridium botulinum neurotoxin type A. Infect. Immun., 68, 2587-2593. 

1 1 . Chaddock, J. A., Purkiss, J. R., Duggan, M. J., Quinn, C. P., Shone, C. C. & Foster, K. A. (2000) A conjugate 
composed of nerve growth factor coupled to a non-toxic derivative of Clostridium botulinum neurotoxin type A can 
inhibit neurotransmitter release in vitro. Growth Factors, 18(2), 147-155. 

12. Chaddock, J. A. and Melling, J. (2002) Clostridium botulinum and associated neurotoxins. Chapter 55. Molecular 
Medical Microbiology. Ed Max Sussman, Academic Press, London. 1141-1152. 

13. Chaddock, JA., Herbert, MH., Ling, R, Alexander, FCG., Fooks, SJ., Revell, D, Quinn, CP., Shone, CC. & Foster, 
KA. (2002) Expression and purification of catalytically active, non-toxic derivatives of Clostridium botulinum toxin 
type A. Prot. Express. Purif., 25, 219-228 

14. Turton, K., Chaddock, JA & Acharya, KR. Botulinum neurotoxins: structure, function and medicine. TiBS 2002, 
27(11), 552-558. 

15. Duggan, MJ, Quinn, CP, Chaddock, JA, Purkiss, JR, Alexander, FCG, Doward, S, Fooks, SJ., Friis, L, Hall, Y, 
Kirby, ER, Leeds, NJ, Moulsdale, HJ, Dickenson, A, Green, GM., Rahman, W., Suzuki, Rie, Shone, CC and 
Foster, KA. Inhibition of release of neurotransmitters from rat dorsal root ganglia by a novel conjugate of a 
Clostridium botulinum toxin A endopeptidase fragment and Erythrina cristagalli lectin. J. Biol. Chem. 2002, 
277(38), 34846-34852. 

16. Stancombe, PR, Alexander, FCG, Ling, RJ, Matheson, MA, Shone CC & Chaddock, JA. Isolation of the gene and 
large-scale expression and purification of recombinant Erythrina cristagalli lectin. Protein Expression & 
Purification 2003, 30, 283-292. 

17. Chaddock, JA, Duggan, MJ, Quinn, CP, Purkiss, JR, Alexander, FCG, Doward, S, Fooks, SJ., Friis, L, Hall, Y, 
Kirby, ER, Leeds, NJ, Moulsdale, HJ, Dickenson, A, Green, GM., Rahman, W., Suzuki, Rie, Shone, CC and 
Foster, KA. Retargeted clostridial endopeptidases: Inhibition of nociceptive neurotransmitter release in vitro, and 
antinociceptive activity in in vivo models of pain. Movement Disorders 2004, 19(S8), S42-S47. 

18. Hall, YHJ, Chaddock, JA, Moulsdale, HJ, Kirby, ER, Alexander, FCG, Marks, JD and Foster, KA. Use of a new in 
vitro botulinum neurotoxin antibody detection assay to assess novel vaccine candidates. J. Immunological. 
Methods 2004, 288 (1-2), 55-60 

19. Turton, K., Natesh, R., Thiyagarajan, N., Chaddock, JA & Acharya, KR. 2004, Crystal structure of Erythrina 
cristagalli lectin with bound N-linked oligosaccharide and lactose. Accepted by Glycobiology 

20. Sutton, JM, Wayne, J, Scott-Tucker, A, O'Brien, SM, Marks, PMH, Alexander, FCG, Shone, CC and Chaddock, 
JA. Preparation of specifically activatable endopeptidase derivatives of Clostridium botulinum toxins type A, B and 
C and their applications. Accepted by Protein Expression & Purification 



In addition, co-inventorship on seven patents: 

1 . Purkiss, J. R., Chaddock, J. A., Quinn, C. P. & Foster, K. A. Inhibition of secretion from non-neuronal cells. WO 
01/21213. 

2. Chaddock, J. A., Alexander, F. C. G. & Foster K. A. Preparation of highly pure toxin fragments. WO 01/19863. 

3. Foster, K. A., Chaddock, J. A. & Quinn, C. P. Modulation of C-fibre Activity, WO 00/57897A1. 

4. Foster, K. A., Chaddock, J. A. & Quinn, C. P. Treatment of mucus hypersecretion. WO 00/10598. 

5. Duggan, M. J. & Chaddock, J. A. Conjugates of Galactose-binding Lectins and Clostridial neurotoxins as 
Analgesics. WO 99/17806. 

6. Shone, C. C, Quinn, C. P., Foster, K. A., Chaddock, J. A., Marks, P. R., Sutton, J. M., Stancombe, P. R. & 
Wayne, J. Recombinant Clostridium neurotoxin Fragments. Patent Application No. PCT/GB03/03824. 

7. Foster, K.A. & Chaddock, J. A. Retargeted toxin fragments. UK application 0321344.4 



V' 




BEST AVAILABLE COPY 

Bioconjugate 

Techniques 



Greg I Hermanson 

Pierce Chemical Company 
fiocfcford, Hftnots 



\ 



i 



Academic Press 

SanOiego New York Boston London Sydney Tokyo Toronto 



!lZ ™ ° fa f 3 ™' refi ' du< to PW«s* a Y-aminobutyric acid (GABa) 
of the Umvcnity of Illinois College of Medicine at LkforcL ' 



This book is printed on acid-free paper. 0 

Copyright 6 1996 by ACADEMIC PRESS, JNC 
All Rights Reserved. 

Academic Press, Inc. 

A Divbion o/Harcourt Brace & Company 

525 B Street, Suited 

United Kingdom Edition published by 

Academic Press Limited : 

24-28 Oval Rb^^LooWhWl :^DX 

Library of Congress Cataloging-io-Publicaiion Data 
Hcrmanson, Greg T. 

; Biocoryu^ techniques / Greg T Mennanaon. 
• P- . ■ cm. ■ 
^om f . b J bUographical "ttrmccs and index. 

l.Bioconjugates-Syntbesia. I Title. 

^Pepude.^emistry. 4. Nucleic Acids -chemistry. Q>^H552b 

QP517.B49H47 1995 

574.19'296-dc20 

DNLM/DLC 

forLibn^ofCongms „. 165I1 

ap 

PWNTED W THE UNpD STATES OF AMERICA 

95 W 97 9« 99 00 MM 9 8 7 6 5 4 3 j , 



r . id 



Detailed Contents 



Preface 

Acknowledgments 



XXi 
XXV 



PARTI 

Bioconjugate Chemistry 
1 Functional Targets 

1. Mcxiificauon of Amino Acids, Peptides, and Proteins 

1- 1. Protein Structure Reactivity 

Acoino Adds 

Nudcophilic Reactions and the pi erf Amino Add Side Chains 
Secondary; Tertiary, and Quaternary Structure 
Prosthetic Groups, Cobaon, and Bost-aansboonal Modifications 
Protecting the Native Conformation and Activity of Proteins 
12. Protein Cross-linking Methods 

2. Modification of Sugars, Mysaccharides, 
and Glycoconjugates 

2.1. Carbohydrate Structure and Function 
Basic Sugar Structure 
Sugar functional Groups 
forysacchandc and Glycoconjugatr Structure 

2- 2. Carbohydrate Cross-linking Methods 

3. Modification of Nucleic Acids and Oligonucleotides 

3.1. Pblynudcotide Structure and Function 

Nudeotide Functional Groups 
RNA and DMA Structure 

3.2. Polynucleotide Cross-linking Methods 

4. Creating Specific Rincrional Groups 

4.1. Introduction of Sulfhydryl Residues (Thiolation) 

Modification of Amines with 2-lminothioUnc (Traurt Reagent) 

Modification of Amines with SXTA 

Modification of Amines with SAT? 

Modification of Amines with SPDP 

Modification of Amines with SMPT 

Modification of Amines with N-Aortylhomocysti^cthioUctonc 

Modification of Amines with SAMSA 



3 
4 
4 
12 
17 
15 
21 
23 

27 
27 

27 
29 
34 

A? 
40 
41 
42 
53 
55 

56 
56 
57 
60 
63 
64 
66 
68 
70 

iX 



Detailed. 



Modification of Aldehydes or Ketones with AMBH 
Modification of Carboxyiatcs or ffic^hates wim Cysumine 
Use of Disulfide Reductants 
JEUman'i Assay for che Detennination oiSulftiycIryb 

4.2. Introduction oi Carboxylate Gtbups 
Modification of Amines wich Anhydrides 
Modification of Sulfliydryls with Iodoaortate 
Modification of Hydroxyk with ChJozoaoetic Add 

43. Inooduction of Primary Amine Groups 

Modification of Carboxyiatcs with Diamines : 
Modification of Sulfhydryls with N^Iodocmyi)oifluoroacecamidc 

{Anunocthyl-8) 
Modification of Sulmydryb with Emyknimme 
Modification of Sulfhydryls with 2-BtomoethyUmjne 
Malification of Carbohydrates with Diamines 
Modification of Alkylphosphites with Diamines 
Modification of Aldehydes with Ammonia or Diamine , "! 
Inetoducrion of Arylamincs on Phenolic Compounds 
: Amine Detection Reagents 

4.4. Introduoion of Aldehyde Residues 
fcriodate Oxidation of Glycols and Carbohydrates 
Oxidase Modification of Sugar Residues 
Modification of Amines wnh NHS-Aidehydes {SFB and SFPA) . 
Modification of Amines with Gluunldehyde 

4.5. Introduction of Hy diazide fimcrional Gtoups 
Modification of Aldehydes with Bis-hydrazide Compounds 
Modifkaooo of Caxtexylua wim B^hyd/azide Com 
Modification of Allcylphosphaces wim ^hydrasde Compounds 

5. Blocking Spcdfic Functional Groups 
5.1. Blocking Amine Groups 
Sul£>NHS Acetate 
Acetic Anhydride 
Gtraconic Anhydride 
Maleic Anhydride 

52. Blocking Sulfhydryl Groups 

N-Emj^maleunide - 
■ • ■•■ lodoacmte Derivatives 
Sodium Tccnrhionace 
Hman> Reagent 
Dipyridyl Disulfide Reagents 

5 J. Blcdcing Aldehyde Groups 

Reductive Animation with Tjqs of Eduoolammc 

5.4. Blocking Carboxylate Groups 

Tns or Ethanolaminc plus EDC • 

2. The Chemistry of Reactive Groups 

i. Amine-Rcactive Chemical Reactions. 
1.1. Isorhiocyarates 
12. Isocyanates 

1.3. Acyi Azides 



08-NDl>-2004 17 : 56 



FROn 




Detailed Contents 



acetamide 



'A) 



1$ 

uncb 



71 
72 
76 
88 
90 
90 
9B 
200 
100 

101 

104 

105 
106 
107 
109 
109 
110 
112 
114 

114 
1X6 
117 
118 

120 



121 
123 
124 

125 
126 
127 
127 
128 
129 
129 
130 
131 
131 
132 
133 

134 

135 

136 

136 



137 
138 
138 
139 



Detailed Contents 



•■I 

.2 



1.4. NHS Esters 

U. Sulfonyl Chlorides 

1.6. Aldehydes and Glyoxals 

1.7. Epoxides and Oxiranes 

1.8. Carbonates 

1.9. Arybring Agents 

1.10. Imidocsters 

1.11. Caxbodiimides 

1.12. Anhydrides 

2. Thiol*Reacdve Chemical Reactions 

2.1. Haloacctyi and Alkyt Halidc Derivarives 

2*2. Maleinudes 

23. Aziridines 

2.4. Acryloyl Derivatives 

2 J. Aryiating Agents 

2.6. Thiol-Disulfide Exchange Reagents . 

Pyridyl Disulfides 
TNB-Thiol 
Disulfide Rcduccants 

3. Carbaxyiate-Rcacrive Chemical Reactions 

3.1. Diazoalkanes and Diazoacetyl Compounds 

3.2. Carbonyldiimidazole 

3.3. Carbodiimides 

4. Hydroxyl-Reactive Chemical Reactions 

4.1. Epoxides and Oxiranes 

4.2. Carborryldiimidazole 

4.3. N^'-Disuccinimidyl carbonate 

or N-Hydrcocysucdnirrudyl chloroformate 

4.4. Oxidation with ftriodate 

4.5. Enzymatic Oxidation 

4.6. Alkyl Halogens 

4.7. lsocyanates 

5. Aldehyde- and Kctone-Reactive Chemical Reactions 

5.1. Hydrazine Derivarives 

52. Schiff Base Formation 

53. Reductive Aminarion 
5.4. Mannich Condensation 

6. Active Hydrogen-Reactive Chemical Reactions 

6.1. Diazomuxn Derivatives 
6.1 Mannich Condensation 
63. Iodinadon Reactions 



XI 



139 
140 
141 
142 
142 
143 
143 
144 
145 
146 
147 
148 
148 
149 
149 
150 

151 
151 
152 

152 
153 
153 
154 

154 
155 
155 

156 
ISfi 
157 
158 
158 

159 
159 
159 
160 
160 

161 
161 
162 
162 



Detailed Contents 



7. Phocoreacove Chemical Reactions 163 

7-1. Aryl Azides and Halogenated Aryi Andes 163 

72. Bcnzophenones 164 

73. Certain Diazo Compounds 164 
7 .4. Diaziiihc Derivatives 165 



:.. PART II 

Bioconjugate Reagents 

3. Zero-Length Cross-linkers 

1/ Carbodiimides 169 

1.1. EDC ■ ' 170 x 

12. EDCplusSulfo-I^HS ' 173 

• lj; CMC . . -■; 177 

1.4. DCC 177 : 
■ ■ ■' \ 1 J. DIC . : 180 ; 

• 2. Xtbodward's Reagent K 181 

3. N, ^<3arbonyldiimidazole 183 

|| 4. Schiff Base Formation aiid Reducdve Amination 185 

I 4« HomobifunctionaJ Cross-linkers 

| - 1- Hombbifuncrional NHS Esters 188 

j 1.1. DSP and DISS? 192 

j \ 12. DSSandBS* 194 

J 13. DST and Sulfo-DST ; 196 

j 1.4. BSOCOES andSulfo-BSOCOES " 198 - 

; 1J. EGS ahd SuIfo-EGS 199 

j. 1.6. DSG . 201 

j : ; - ." ■ " i.7. dsc V; : ";. : ;-'- v: ' :V 2p2 -v- : ' 

j • 2. Homobifunctiorial Imidb^ters 203 

: ■ .2.1. DMA 204 . ; 

|;. ' 22. DMP 205 

i| 23. DMS " 206 

2.4. DTRP 207 

3. Honiobifunctional Sulfliydryl-Reacrive Cross-linkers 208 

3.1. DPDPB 209 

32. BMH 210 

4. pifluoroberocne Derivatives 211 

4.1. DFDNB 212 

42. DFDNPS 213 



I l\WI I 



Detailed Contents 

163 
163 
164 
164 
165 



Detailed Contents 



169 

170 

173 

177 

177 

180 

181 

183 

185 



188 

192 

194 

196 

198 

199 

201 

202 

203 

204 

205 

206 

207 

208 
209 
210 
211 
212 
213 



5. Homobifunctional Phocoreacrive Cross-linkers 

5.1. BASED 

6. Homobifunctional Aldehydes 

6.1. Formaldehyde 
62. Glutaraldehyde 

7. Bis-ep oxides 

7.1. 1,4-Bucanediol Diglyodyl Ether 

8. Homobifunaional Hydrazides 

8.1. Adipic Acid Dihydrazide 
82. Caibohydrazide 

9. Bis^diazoniura Derivatives 

9.1. o-Tblidine, Diazocized 
92. Bis-diazorized Benzidine 
. 10. Bis-alkylhalides 

5. HeteroblfunctionaJ Crass-tinkers 

1. Amine-ReacnVe and Sulfhydryl-Reactive Cross-linkers 

1.1. SPDP, LC-SPDP, and Sulfo-LC-SPDP 
12 SMPTandSulfo-LC-SMPT 
1J. SMCCandSulfo-SMCC 
1.4. MBS and Sulfo-MBS 
1J. SIAB and Sulfo-SJAB 

1.6. SMPB and Sulio-SMPB 

1.7. GMBS and Sulfo-GMBS 

1.8. S1AX and SIAXX 
13. SIACandSIACX 

1.10. NP1A 

2. C^rbonyl-Reacave and SuJftiydryi-Reacrive Cross-lingers 

2.1. MPBH 

22 M 2 CjH 
23. PDPH 

3. Amine-Reacrive and Photoieacrive Cross-linkers 

3.1. NHS-ASA,Sulfo-NHS-ASA, 
andSuI£o-NHS-LC-ASA 

32. SASD 

33. HSAB and Sulfo-HSAB 

3.4. SANPAH and Sulfo-SANPAH 

3.5. ANB-NOS 

3.6. SAND 

3.7. SADPandSulfo-SADP 



XIII 

214 
214 
214 
215 
218 
220 
221 
222 
222 
223 
224 
224 
225 
226 



229 
230 
232 
235 
237 
239 
242 
243 
245 
247 
247 
248 
249 
250 
252 
252 

255 
256 
260 
261 
263 
263 
265 



Detailed Contents 

3.8. Sulfo-SAPB u6 

33. SAED 26g 

3.10. Sulfo-SAMCA 270 

341. p-Nitrophcnyl Diazopyrovate 272 

3.12. PNP-DTP 2?4 

4. Sulfliydryl-Rcacrive and Phocoreacrive Cross-linkers 275 
r ; 4.1. ASIB 276 

42. APDP 277 

43. Bcnzophenooe^iodbacmmidc 279 
4.4, Ben2ophcnone^maleimide 280 

5. Caibonyl-Rfiaoive and ^ 282 

51 ABH 282 

& Qrboxylaie-Reactive and Ph«OKMw Crws-linkm 283 

,,; 6.1 ASBA 284 

7. Arginine-Kfiacove and Photoreacrive Cross-linkers 284 

7.1 APG 28J 

6. Triftinctional Crass-linkers 

L *Azkfo^ 287 

2. Sulfo-SBED . 2 89 

7. CfeavaMe Reagent Systems 

1- Cleavage of Disulfides by Rfiduction 293 

2. faiodate-aeavable Glycols 

3. DirJucmit^eavabk Diazo Bonds 

4. Hydio^lamine<Jeavable Esters 

5. Base Labile Sulfones 



8L Tags and Probes 

1. Fluorescent Labels 

1.1. Fluorescein Derivatives 

Amine-Rtacrc Fluorescein Derivatives 
SulfhydtyNRocrivc RuoresceiD Dmvarivcs 
Aldehyde/Krone- and Cywfoe-Reaoivc' 
Fluorescein Demon ves 

1.2. Rhodamine Derivatives 
Axnine-Rcaccnv Rhodamine Derivatives 
SulftiydrjfJ-Reacrivc Rhc<limmc Dcnvacivcs 
Aldehydc/Kctooe- and Cyiosine-Reaaivc 

Rhaiimirw Dcrivsove 



294 

295 
295 
296 



298 
302 
303 
307 

m 
316 
317 

328 




Detailed Contents 

266 
268 
270 
272 
274 
275 
276 
277 
279 
280 
282 
282 
283 
284 
284 
285 



287 
289 



293 
294 
295 
295 
296 



298 
302 

303 
307 

312 
316 
317 
326 

328 



Coumarin Derivatives 

Aminc-Rcactive Coumarin Derivatives 
SuJ&y^ryJ-Reacove Coumarin Derivatives 
Aldehyde- and Ketooc-Ractrvc Caumirin Derivatives 

1.4. BODIPY Derivatives 

Armnc-Rrarnvc BODIPY Derivatives 
Aldchytk/Krtone-Reacrive BODIPY Derivatives 
SuUhvdryl-Reaaive BODIPY Derivatives 

1.5. Cascade Blue Derivatives 

Ajmine-Rcacrivt: Cascade Blue Acetyl Aride 
Caiboxyiatt-teacrive: Cascade Blue Cadaverine 

and Camdr Blue EthyJcnedbmiiic 
Aidcbyde/Kctcme-Rcactive Cascade Blue Hydrazine 
< 1.6. Lucifer Yellow Derivatives 

SulftydryJ-Reaaivc: Lucifer Yellow lodoacctamidc 
AWchydc/Krone-Reacrive Lucifer , &Uow CH 
1.7. Phycobiliprocein Derivatives 

2. Bifuncrional Chelating Agents and Radioimmunoconjugates 

2.1. DTPA 

2.2. DCTA, NOTA, and TETA 

2.3. DTTA 

2.4. DFA 

2.5. Use of Thiolation Reagents for Direct 
Labeling to Suifhydryl Groups 

3. Biotinylarion Reagents 

3.1. Amine-Reactive Biotinylarion Agents 
D-Biotin and Biocyrin 

NHS-Biotin and Sulfo-NHS-Biotin 
NHS-LC-Biotin and Sulfo-NHS-LC-Biotin 
NHS-Iminobiorin 
SuL6o-NHS-SS«Biorin 

3.2. Sulfhydryl -Reactive Biotinylarion Agents 

Biorin-BMCC 
Bibrin-HPDP 
Iodoacetyl-LC-Biodn 
3.3 Carbonyl- or Carboxyl-Reactive Biotinylarion Agents 
Biorin-Hydrazide and Bioun-LC-Hydrazide 
Biocyrin Hydrazidc 
5-(Btorinamido)pentyLamine 

3.4, Photoreactive: Pbotobiorin 

3.5. Active-Hydrogen-Reactive: p-Aminobenzoyl Biocyrin, 
Diazotized 

4. lodinarion Reagents 

4.1. Chloramine-T 

4.2. IODO-BEADS 

4.3. IODO-GEN 

4.4. Lactoperoxidase-Catalyzed lodinarion 



331 
332 
335 
339 

341 
342 
34* 
350 

354 
354 

355 
357 

358 
359 
361 

362 

365 
365 
367 
368 
369 

370 
371 
373 

373 
375 
377 
380 
382 

384 
384 
386 
388 

390 
3^0 
392 
394 

394 

398 
400 
403 
405 
407 
410 



i 




Detailed Contents 



4.5. Iodina table Modification and Cross-linking Agenrs 41 1 

Boltoo-Huncer Reagent All 
lodinacable Bi functional Cross-linking Agents 415 



PART III 

Bioconjugate Applications 

9. Preparation of Hapteit-Carrier Immunogen Ccnrijugates 

1. The Basis of Immunity 4^9 

2. Types of Immunogen Carriers 421 

2.1. Protein Carriers 421 

KLH ;■ ■ •••• 422 

BSAandcBSA 42J 

Thyroglobulin and OV5V> ' ^ 

Tetanus and Diphtheria Toxoids 427 

22. Liposome Carriers 427 

23, Synthetic Carriers 423 

3. Carbodiimide«Mediated Hapten^ 429 

4. NHS Ester-Mediated Hapten-Garrier Conjugation 435 

5. NHS Ester-MalcOTide Hcterobifundional Cross-linker 

Mediated Hapteri-Carrier Conjugation 439 

6. Active-Hydjogcn-Mediared Hapten-Carrier CbnjugadcJn 446 

6.1. Diazonium Conjugation 446 

6-2. Mannict Condensation 449 

7. Glutaraldehyde-Mediated Hapten-Carrier Conjugation 453 

8. IWucriye-Aminadon-Mediated 

Hapten-Carrier Conjugation 454 

10. Antibody Modification and Conjugation 1 

1. Reparation of Antibody— Enzyme Conjugates 460 

1.1. NHS Ester-Maleirriide-Mcdiated Conjugation 461 

Activation of Enzymes with NHS Eaer-MaJdmkle Cross-linkm 4£\ 

Conjugation with Reduced Antibodies 463 

Conjugation with 2-lminoduohnc-Modified Antibodies 465 

Conjugation with SADVModined Antibodies 467 

1.2. Glumraldehydc-Mediated Conjugation 470 
13. I^ductive-Amination-Mediated Conjugation 472 

Activation of Enzymes with Sodium Pcriodatc 474 

Amy^'oaof Arxobodicsv^ ^ 
Conjugation cf F^riodate-Qxidized HRf to Antibodies 

by Brducove Arainarion ^ 
Conjugation of ftiriodateOxidizcd Antibodies with Amine 

or Hydnuadc Derivatives 4 ^ 



Z>tJC<J f OUCiCICIC/X 



Detailed Contents 



agents 



411 
412 
415 



OetaNea Contents 



419 
421 
421 

422 
423 
426 
427 

427 
428 
429 
436 

439 
446 
446 
449 
453 

454 



460 
461 
461 
463 
465 
467 
470 
472 
474 
475 

475 

476 



1.4. Conjugation Using Antibody Fragments 

Preparation of Ftab^ fragments Using ftysm 
Reparation of Fab fragments Using Papain 

1.5. Removal of Unconjugated Enzyme from 
Antibody-Enzyme Conjugates 

Iramunoaffinity Quomacogffphy 
Nidcd-Chdate Affinity Oiroraatography 

2. Proration of Labeled Antibodies 

2.1. Huorescendy Labeled Antibodies 

22. Radiolabeled Antibodies 
2.3. Biodnylated Antibodies 

11. Immunotoxin Conjugation Techniques 

1. Properties and Use of Immunotoxin Conjugates 

2. Preparation of Immunotoxin Conjugates 

2.1. Preparation of Immunotoxin Conjugates -via Disulfide 
Exchange Reactions 

Pyridyt&ul&fe fcagena 

Use of Cyttaminc, Eilman's Reagent, or 5-Sulfonacc 

2.2. Preparation of Immunotoxin Conjugates via Amine- and 
Sulfhydryl-Reacrive Hercrobifunctional Cross-linkers 

SLAB 
SMCC 
MBS 
SMPB 

23. Preparation of Immunotoxin Conjugates via Reductive 
Amination 

Vtnodixt Oxtdaooo of Glycoproteins Followed 

by Reduarve Conjugation 
FVriodAte-0»dizcd Doccran as Cross-linking Agent 

11 Preparation of Liposome Conjugates and Derivatives 

L Properties and Use of Liposomes 
1.1. Liposome Morphology 

12. Preparation of liposomes 

13. Chemical Constituents of Liposomes 
1.4. Functional Groups of Phospholipids , 

2. Derealization and Activation of Lipid Components 

2.1. Periodate Oxidation of Liposome Components 

2.2. Activation of PE Residues with Heterobifancrional 
Cross-linkers 

3. Use of Glycolipids and Lectins to Effect Specific Conjugations 

4. Antigen or Hapten Conjugation to Liposomes 

5. Preparation of Anribody-Liposome Conjugates 



XVII 

478 
479 
480 

483 
484 
486 

487 
488 
490 
492 



496 
499 

503 
503 
514 

516 

517 
519 
522 
524 

524 

525 
525 



528 
528 
531 
533 
539 
540 
541 

542 
548 
549 
552 



XVIII 



Detailed Contents 



•I ! - 



7,4. 



7,5. 



7.6. 



6. Preparation of Biorinylated or Avidin-Conjugated 
Liposomes 

7. Conjugation of Proteins to Liposomes 

7.1. Coupling via the NHS Ester of Palmitic Add 

7.2. Coupling via Biorinylated Phosphatidylemanolamme 
Lipid Derivatives 

7.3. Conjugation via Carbodiimidc Coupling to 
Phosphatidylethanolamine Lipid Derivatives 
Conjugation via Glutaraldehyde Coupling 
to Phosphatidylethanolamine Lipid Derivatives 
Conjugation via DMS Cross-Jinking to Phosphatidyl- 
ethanolamine Lipid Derivatives 
Coupling via Periodate Oxidation Followed 

by Reductive Animation 

7.7. Coupling via SPDP-Modified Phosphatidyl- 
ethanolamine Lipid Derivatives 

7.8. ; Coupling via SMPB-Modificd Phosphatidyl- 

ethanolamine Lipid Derivatives 

7.9. Coupling via SMCC-Modified Phosphatidyl- 
ethanolamine Lipid Derivatives 

7.10. Coupling via Io^ 

ethanolamine Lipid Derivatives • , 

11 Avidin-Biotin Systems 

1. The Avidin-Biotin Interaction 
% Use of Avidin-Biotin in Assay Systems 
3. Preparation of Avidin or Streptavidin Conjugates 
3.1. j^E^er-^ 
Protocols 

3X Pfcriodate Oxjdation/BcducrivB Aminarion 
Gonjugation Protocols . 

33. Gluiaraldehydc Conjugation Protocol 

4;1. Modification with FIIC 
42. Mq<iificatmw^^ 

Sulfonyl Chloride 
4J. Modificadon with AMGA-NHS 
4.4. Conjugation with Phycobiliproeins 
5. Preparation of Hydrazide-Acdvated Avidin or Streptavidin 
£ Biotinylation Techniques 



553 
556 
556 

558 

559 

560 

562;: 

562 
564 
565 
566 
567 



7. Detennination of the Level of Biodnylanon 



570 
572 

K 575; 

575 

580 
* 583 
584 
585 

586 
587 
588 
589 
590 
591 



Detailed Contents 



id 

inolanune 



ives 

spharidyl- 



tidyl- 



553 
556 
556 

558 

559 

560 

562 

562 

564 

565 

566 

567 



570 
572 
575 

575 

580 
583 
584 
585 

586 
587 
588 
589 
590 
591 



Detailed Contents 



XIX 



14. Preparation of Colloidal-Gold-Labeled Proteins 



1. 


Properties and Use of Gold Conjugates 


593 


2. 


Preparation of Mono-disperse Gold Suspensions 


597 




for Protein Labeling 




2.1. Preparation of 2-nm Gold Parade Sok 


597 




12. Preparation of 5-nm Gold Particle Sols 


598 




2.3. Preparation of 12-nm Gold Particle Sols 


598 




2.4. Preparation of 30-nra Gold Parade Sols 


598 


3. 


Preparation of Protein A-Gold Complexes 


599 


4. 


Preparation of Antibody-Gold Complexes 


600 


5. 


Preparation of Leain-Gold Complexes 


601 


6, 


Preparation of Avidin-Gold or Streptavidin— Gold 


602 




Complexes 



15. Modification with Synthetic Polymers 

1. Protein Modification with Activated Polyethylene Glycols 

1.1. Trichloro-j-niazinc Activation and Coupling 

1.2. NHS Ester and NHS Carbonate Activation 
and Coupling 

13. Carbodiimide Coupling of Carboxylate-PEG 
Derivatives 

1.4. GDI Activation and Coupling 

1.5, Miscellaneous Coupling Reactions 

2. Protein Modification with Activated Dextrans 

2.1. Iblyaldehyde Aciivarion and Coupling 
2-2. Carboxyi, Amine, and Hydrazide Derivatives 
2 J. Epoxy Activation and Coupling 
2.4. Sul&ydryl-Reactive Derivatives 

Ifi. Enzyme Modification and Conjugation 

1. Properties of Common Enzymes 

1.1. Horseradish Peroxidase 

1.2. Alkaline Phosphatase 
13. p-Galactosidase 

1.4. Glucose Oxidase 

2. Preparation of Activated Enzymes for Conjugation 

2.1. Glutaraldehyde- Activated Enzymes 

22. Periodate Oxidation Techniques 

23. SMCGActivated Enzymes 



606 
607 

609 

614 
615 
617 

618 
620 
623 
626 
628 

\ 

630 
630 
632 
633 
634 

635 
635 
636 
636 



XX 



2.4. Hydrazide-Aaivatcd Enzymes 

2.5. SPDP-Acavated Enzymes 

3. P^^rion of Bidcinylaced Enzymes 



Oetaifed Contents 

637 
637 
637 



17. Nucleic Acid and Oligonucleotide Modification and Conjugation 

1. Enzymatic Labeling of DNA 

2- Chemical Modification of Nucleic Adds 
and Oligonucleotides 

2.1 Diamine or Bis-hydraiide Modificacion of DNA 

■ Via Bistdfiie Activation of Gyrpsinc 

V Via Bromine Activation of Thymine, Guanine and Cytosinc 
Vu Cwbodiimidc Reaction with 5' Phbsphaces 
of DNA (Phosphoramidate Jtirmation) 
2i Sulmydryl Modification of DNA 

Cyjtaminc Modification of 5' Phosphate Groups U&ng EDC 
SPDP Modification of Amino on Nucfcotides 
SATA Mndifiaoon of Amines on Nucleotides 
23. Biotin Labeling of DNA 

■ Btotin-LC-dUTP 
Photo-Biorin Modification of DNA 

Koction of NHS-LCMHoain with bjamine-Modtfied 

DNA Probes 
Bban-Diazanium Modification of DNA 
Reaction of Bk^-BMCG with Su%dryl-Modificd DNA 
Bic^Hydrazide Modioaoon of 
Bisulfitc-Activated Cytnarie Groups ; 

Enzyme Conjugation rp DNA 



2.4. 



640 

643 

644 
645 
647 

651 
651 

656 

656 
6S7 

658 
658 
660 



Alkaline ^osphaosc Conjugatioo to Cystam^Modified DNA Using Amine- 



661 
662 



and Sulfhydryl4tcaciive Hcti^funcoonai Crc^linJccn 
Alkaimc Phosphatase C^fiiu^tion to Diaiittne-Mcrf^ 

DNAUongDSS 
Enryrnt Conjugation to Diaoune-Modificd DNA Using PDJTC 
Conjugatioa of SFB-Modificd Alkaline Phosphaasc .: 
to B^-hydraiide-Modified Oli^rrodeotidcs 

2.5. Fluorescent lading of DNA 

CbnjugBoofl of Aminc-Beaqzvc Fluorescent Probes 

to Dumine-Modified DNA v 
^fijt 0 * ** SdAydl ^ Rcaaivt Huo«scenr Probes to SulAydryl-Modified 

■671 



663 

664 
666 

668 
668 

670 



References : .. % 

Suppfiere of Reagents and Devices for Bioconjugata Applications 
index 



573 
727 
729 



TOTfiL P. 16 



08-NQU-2004 17=^4 hKUH 

Products - Chemistry ol noiein uoryugauon auu 



1 u vo&o ro^ootjcii 




Chemistry of Protein Conjugation and Cross-linking / 



from selection and design of reagents, to analysis of the cross-linked spec.es. 

The topics covered in Chemistry of Protein Conjugation and Cross-linking include: 

• Reactive groups of proteins 

• Choice and design of cross-linking reagents 

• Homobifunctional cross-linkers 

• Heterobifunctional cross-linkers 
■ Zero-length cross-Knking reagents 

• Procedures, analysis and complications 

• Cross-linking to soluble proteins 

• Cross-linking of membrane proteins 
« Preparation of enzyme conjugates 

• Preparation of immunotoxins and drug conjugates 

• Coupling of proteins to solid supports 

• Protein:DNA/RNA cross-linking 



BEST AVAILABLE COPY 



SieMmage fpzf&ductJLamily Chemist ry ,gf Protein Q^Mipa^n^rp^JnkiDfl 

• NOTE: For Cytokine related products, protocol and usage information normally found in Instruction Books may be found 
in the QgrJJricaJe^L6na!y§is. 

Ordering Information ^ Certificate of Analysis 1$ motion Book ©MSDS 

Buy Product* Description pk 9 Si " F,,es PriM 

Local contact 15010 Chemistry of Protein Conjugation and Cross-LMKing 1 EA £291.00 

Localcontact 20059 Modem Protein Chemistry: Practical Aspects Book £92.00 



Other Sites of 



Pgrbjo Endooen Pjeicje.Nuclejc^dTej:.rjrjalagy HyClqne DhsxmJSpri NUrnalftpes 



' C 2002 " 'r^crBlittdmo^ lr*-. P.o7iiox~n7. RoOford, IL frl 105 Weekdays from 7 am-7 pm CT 1-800-874-3723 

http://www.pieTcenet.corti/Produc^Browse.cfrn?fldlD=02051103 



httT)-7/www.t)ierccnet.convTroducts^rowse.cfm?fldID=0205 1 1 03&Format=Print 



11/8/2004 



[CANCER RESEARCH 47, 5924-5931, November 15, 1987] 



New Coupling Agents for the Synthesis of Immunotoxins Containing a Hindered 
Disulfide Bond with Improved Stability in Vivo 
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Regina E. Knyba, Edward J. Wawrzynczak, and David C. Blakey 
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ABSTRACT 

Two new coupling agents were synthesized for making immunotoxins 
containing disulfide bonds with improved stability in vivo: sodium 5-4- 
succinimidyloxycarbonyl-a-methyl benzyl thiosulfate (SMBT) and 4- 
succinimidyloxycarbonyl-a-methyl-o(2-pyridyldithio>toluene (SMPT). 
Both reagents generate the same hindered disulfide linkage in which a 
methyl group and a benzene ring are attached to the carbon atom adjacent 
to the disulfide bond and protect it from attack by thiolate anions. 

An immunotoxin consisting of monoclonal anti-Thy-1.1 antibody 
(OX7) linked by means of the SMPT reagent to chemically deglycosy- 
lated ricin A-chain had better stability in vivo than an immunotoxin 
prepared with 2-iminothiolane hydrochloride (2IT) which generates an 
unhindered disulfide linkage. About 48 h after i.v. injection into mice, 
one-half of the SMPT-linked immunotoxin present in the blood was in 
intact form and one-half as released free antibody, whereas equivalent 
breakdown of the 2IT-linked immunotoxin was seen at about 8 h after 
injection. Consequently, the blood levels of the SMPT-linked immuno- 
toxin remained higher than those of the 2IT-linked immunotoxin despite 
loss of immunotoxin from the blood by other mechanisms. Forty-eight h 
after injection, 10% of the injected dose of the SMPT-linked immuno- 
toxin remained in the bloodstream as compared with only 1.5% of the 
2IT-linked immunotoxin. 

The ability of immunotoxins prepared with the new reagents to inhibit 
protein synthesis by Thy- 1.1 -expressing AKR-A/2 lymphoma cells in 
vitro was identical to that of immunotoxins prepared with 2 IT or 7V- 
succinimidyl-3-(2-pyridyldithio)propionate (SPDP). Oonogenic assays 
showed that fewer than 0.01% of AKR-A/2 cells survived exposure to 
high concentrations of OX7-abrin A-chain immunotoxins prepared with 
SMBT, 2IT, or SPDP. Twelve clones of cells which had survived 
treatment with the SMBT-linked immunotoxin were isolated. None of 
the clones was selectively resistant to the SMBT-linked immunotoxin 
when retested in cytotoxicity assays. 

In conclusion, immunotoxins prepared with the new coupling agents 
should have improved antitumor activity in vivo because they are longer 
lived and do not break down so readily to release free antibody which 
could compete for the target antigens. 



INTRODUCTION 

Novel antitumor agents called "immunotoxins*' have been 
synthesized in several laboratories by covalently linking the A- 
chain of ricin and other toxins to antibodies against tumor- 
associated antigens (reviewed in Refs. 1-5). These reagents bind 
to antigens on the target cell surface, are endocytosed, and the 
A-chain then traverses the membrane, probably of the endocytic 
vesicle, and kills the cell by inactivating its ribosomes. 

Conjugation of the antibody and A-chain is generally accom- 
plished by means of cross-linking agents that introduce a disul- 
fide bond between the two proteins. Immunotoxins prepared 
with nonreducible linkages are consistently less cytotoxic than 
their disulfide-bonded counterparts indicating that reductive 
cleavage of the disulfide bond to release the A-chain in the 
cytosol may be an im portant step in the cytotoxic process (6, 
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7). The two disulfide coupling agents used in most laboratories 
are SPDP 2 (8) and 2IT (9). These agents are simple to use and 
give consistent products that are stable in in vitro systems and 
long-term storage. 

The disulfide bond formed by the SPDP and 2IT reagents 
appears to be unstable in vivo. We have shown that, after 
injection into mice, immunotoxins prepared with these reagents 
break down with a half-life of about 8 h to release free antibody. 
This is true of immunotoxins prepared from the A-chain s of 
abrin (10), native ricin (11) and ricin which has been chemically 
deglycosylated to prevent its clearance by the carbohydrate- 
recognition systems of the liver (11). In other laboratories, 
evidence has been found which supports (12-14) or opposes 
lability (15, 16). In those studies in which lability was not 
observed, the immunotoxins were prepared from native ricin 
A-chain and were cleared from the bloodstream so rapidly that 
the slower event of immunotoxin breakdown may not have been 
evident. 

Breakdown of the linkage in the immunotoxin is a problem 
for two reasons: (a) there is less intact immunotoxin available 
to locate and kill the tumor cells; (b) the released antibody can 
compete with the immunotoxin for the target antigens (17) and, 
being much longer-lived (11), has greater opportunity to bind 
to them. The effectiveness of further injections of immunotoxin 
could therefore be diminished because the tumor cell antigens 
are masked by the released antibody from the first immunotoxin 
injection. 

In the present study we synthesized two new coupling agents, 
SMBT and SMPT. These reagents were then used to prepare 
immunotoxins containing the same hindered disulfide linkage 
in which a methyl group and a benzene ring protect the disulfide 
bond from attack by thiolate anions. Immunotoxins prepared 
with the new reagents have improved in vivo stability and their 
toxicity to target cells is practically identical to that of immu- 
notoxins prepared with SPDP or 2IT. A similar coupling agent, 
SPDB, with greater resistance to reduction was recently de- 
scribed by Worrell et aL (18). In vivo stability and cytotoxicity 
data for SPDB-linked immunotoxins have not yet been re- 
ported. 

MATERIALS AND METHODS 
Materials 

Seeds of Abrus precatorius were kindly provided by Dr. S. Olsnes 
(Norsk Hydro's Institute for Cancer Research, Oslo, Norway). The 
seeds were of Indian origin. Crushed castor beans (Ricinus communis) 
were a gift from Croda Premier Oils, Ltd., Hull, England. The beans 
were from Central Africa. 

2 The abbreviations used are: SPDP, A f -succinimidyl-3-<2-pyridyldithio>-pro- 
pionate; SMBT, sodium 5^succinimidyloxycarbonyl-a-methyl benzyl thiosul- 
fate; SMPT, 4-succinimidyloxycarbonyl-a-methyl-a(2-pyridyldithio)toluene; 
SBT, sodium 5-4-succinimidyloxycarbonyl benzyl thiosulfate; 2IT, 2-iminothio- 
lane hydrochloride; SPDB, /V-succinimidyl-3-<2 pyridyldithio)butyrate; DTT, di- 
thiothreitol; dg.ricA, deglycosylated ricin A-chain; abrA, abrin A-chain; IC30, 
concentration that reduced ( 3 H] leucine incorporation by 50%; SDS, sodium 
dodecyl sulfate; OX7, monoclonal antibody directed against Thy- 1.1; RIO, mono- 
clonal antibody directed against human glycophorin; GSH, reduced glutathione. 
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J ; t > The hybridoma cell line, MRC OX7, secreting a mouse IgGl subclass 
Antibody to the Thy- 1.1 antigen, was kindly provided by Dr. A. F. 
Williams (MRC Cellular Immunology Unit, University of Oxford). 
Details of its derivation have been published by Mason and Williams 
(19). The hybridoma cell line, LICR-LOr^-RlO, secreting a mouse 
IgGl subclass antibody to human glycophorin was kindly supplied by 
Dr. P. A. W. Edwards (Ludwig Institute, Sutton, England). 

The Thy- 1.1 -expressing AKR-A lymphoma cell line was obtained 
from Professor I. MacLennan (Department of Experimental Pathology, 
Birmingham University, Birmingham, England). It was recloned to 
remove a mutant subpopulation which was resistant to immunotoxins 
prepared using the SPDP reagent but sensitive to immunotoxins pre- 
pared using the 2IT reagent (10). The recloned line is designated AKR- 
A/2. 

Tissue culture medium RPMI 1640 and fetal calf serum were pur- 
chased from Gibco-Biocult, Ltd. (Paisley, Scotland). Agarose (Sea 
Plaque) was from FMC Corporation (Rockland, ME). Microplates with 
96 flat-bottomed wells and tissue culture plates with 24 flat-bottomed 
wells were purchased from Flow Laboratories (Irvine, Scotland). 

Sodium [ l25 I]iodide (IMS 30) and L-[4,5- 3 HJleucine (TRK 170) were 
obtained from Amersham International (Amersham, England). The 
Iodo-Gen reagent for protein iodination was from Pierce (United King- 
dom) Ltd. (Chester, England). 

Chromatography media were Sephacryl S-200, Sepharose 4B, Seph- 
adex G2S (fine grade), and Blue Sepharose CL-6B from Pharmacia 
Ltd. (Milton Keynes, England). 

SPDP was purchased from Pharmacia, Ltd., and 2 IT from Sigma, 
Ltd. (Poole, England). Thin layer chromatography (Si0 2 ) plates were 
from Merck (Kieselgel 60F). All other reagents were of analytical grade. 

Synthesis of SBT 

Bromotoluic acid (5.29 g; 25 mmol) was suspended in dioxan (10 
ml) and was mixed with a solution of sodium thiosulfate (6.45 g; 26 
mmol) in water (6 ml). The mixture was stirred at 40'C for 3 h during 
which time the solid dissolved and the thiosulfate derivative of toluic 
acid then crystallized out. The crystals (m.p. approximately 255"C with 
decomposition) were washed with cold water and dried under vacuum 
at 45*C to constant weight (3.90 g; 14 mmol; 55%). The solid was 
dissolved in dry dimethylformamide (5 ml) and mixed with a solution 
of /V-hydroxysuccinimide (1.82 g; 16 mmol) and dicyclohexylcarbodi- 
imide (2.97 g; 14 mmol) each in dry dimethylformamide (5 ml). The 
mixture was stirred for 16 h at room temperature and the urea was 
removed by filtration. The solvent was removed from the filtrate by 
rotary evaporation at 40°C using an oil pump and the iV-succinimidyl 
derivative was recrystallized from methanol/CHCl 3 . The yield of the 
white crystals was 3.47 g (66%). The overall yield for the synthesis was 
36%. Melting point determinations showed decomposition at 120"C. 
The analysis 

Requires: C 37.14, H 3.36, N 3.62, S 16.60, Na 5.95 
Found: C 36.63, H 2.78, N 3.33, S 16.27, Na 6.01 

was consistent with the structure shown in Fig. 1 (CuRiNOsSiNa). 



N-O-CO^^O^^^sSOaNatHgO 



Fig.' 1. The SBT reagent (formula weight, 385.4). 
Synthesis of SMBT 



crystallized from isopropyl alcohol to give white crystals (m.p. 140"Q 
in good yield (5.62 g; 25 mmol; 72%). A solution of a-bromoethylben- 
zoic acid (0.60 g; 2.6 mmol) in dioxan (6 ml) was mixed with a solution 
of sodium thiosulfate (0.65 g; 2.6 mmol) in water (6 ml). The mixture 
was stirred for 16 h at room temperature and the solvents were removed 
in a vacuum at 40 # C. The solid was washed with CHC1 3 and the 
thiosulfate derivative was recrystallized from water. The white crystals 
(shrinkage at 143°C; decomposition at 200*Q were recovered in poor 
yield (0.20 g; 0.72 mmol; 25%). The crystals were thoroughly dried and 
dissolved in dry dimethylformamide. The solution was mixed with 
solutions of dicyclohexylcarbodiimide (0.148 g; 0.72 mmol) and N- 
hydroxysuccinimide (0.090 g; 0.78 mmol) each in dry dimethylform- 
amide (0.4 ml). The urea that had crystallized out after leaving the 
solution at room temperature for 16 h was removed by filtration. The 
solvent was removed from the filtrate by rotary evaporation at room 
temperature using an oil pump. The oily residue was redissolved in 
methyl ethyl ketone and undissolved solid was removed by filtration. 
The solvent was removed from the filtrate by rotary evaporation under 
reduced pressure and CHC1 3 was added to the residue which precipi- 
tated the product as a white solid that was dried under vacuum (0.17 g; 
0.43 mmol; 72%; m.p. approximately 121 *C with decomposition). The 
overall yield for the synthesis was 13%. The analysis 

Requires: C 39.09, H 3.54, N 3.51, S 16.06, Na 5.76 
Found: C 38.88, H 3.68, N 3.46, S 15.69, Na 5.68 

was consistent with the structure shown in Fig. 2 (CnH^NOsS^Na). 



CH 3 



^NO-CO<^O^>'CH.SSO5NatH^0 



P-Ethylbenzoic acid (5.15 g; 34 mmol) was dissolved in CH 2 C1 2 (45 
ml) and solid AM>romosuccinimide (6.81 g; 38 mmol) was added fol- 
lowed by benzoylpcroxide (0.08 g; 0.34 mmol) in CH2CI2 (1 ml). The 
mixture was re fluxed for 24 h. The white solid that remained was 
rtdtatolvcd by the addition of further CHjClj (40 ml) to the reaction 
mixture and the solution was extracted twice with water to remove 
iuecfnlmkto. Trtt CM|Cb solution was dried with anhydrous sodium 
tul fete and llw~M)|vcnt removed by rotary evaporation under reduced 
|>ffr» *u lilflffi*!^ 1 • a-bromocthylbenroic acid, was re- 
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Fig. 2. The SMBT reagent (formula weight, 399.4). 
Synthesis of SMPT 

/7-Ethylbenzoic acid was a-brominated and converted to the thiosul- 
fate derivative as described in the preceding section. The thiosulfate 
(6.0 g; 20 mmol) was hydrolyzed by adding 5 N HC1 (50 ml) and stirring 
at room temperature under nitrogen for 6 h. The reaction mixture was 
then extracted three times with ethyl acetate (50 ml) and dried over 
anhydrous sodium sulfate. The solvent was then removed in a vacuum 
to leave a-thioethylbenzoic acid (3.0 g; 16 mmol; 80%) as a white solid 
which was stored under nitrogen. 

2-Pyridinesulfenylchloride was prepared by bubbling chlorine gas 
through a solution of 2,2-dipyridyldisulfide (2.3 g; 10 mmol) in dry 
dichloromethane (20 ml) for 30 min at room temperature. The solvent 
was then removed by rotary evaporation under reduced pressure and a 
solution of a-thioethylbenzoic acid (1.9 g; 10 mmol) in dry dioxan (10 
ml) was added. The mixture was stirred vigorously overnight at room 
temperature under nitrogen. The yellow solid produced during the 
reaction was then partitioned between 0.05 m sodium phosphate buffer 
and ethyl acetate keeping the pH constant at 7.0. The organic layer 
was removed, dried over anhydrous sodium sulfate, and the solvent 
removed by rotary evaporation under reduced pressure to leave a yellow 
oil. Recrystallization from ethyl acetate/dichloromethane yielded col- 
orless crystals (m.p. 130-132*C). The analysis 

Requires: C 57.71, H 4.50, N 4.81, S 22.01 
Found: C 57.92, H 4.63, N 4.89, S 21.99 

was consistent with the product being 4-carboxy-a-methyl-ot-(2-pyri- 
dyldithio)toluene (CuH^NOzSi). 

To a solution of the 2-pyridyldithio derivative (1.9 g; 6.6 mmol) in 
dry dioxan (10 ml) were added dicyclohexylcarbodiimide (1.4 g; 6.8 
mmol) and W-hydroxysuccinimide (0.79 g; 6.8 mmol) each dissolved in 
dry dioxan (approximately 4 ml).' The mixture was stirred for 4 h at 
room temperature, filtered to remove the urea; and the solvent removed 
by rotary evaporation under reduced pressure. The product was purified 
by short column chromatography on Silica Gel H. Elution was effected 
with a gradient of CHjCli/ethyl acetate from 0 to 50% (v/v). On 
removal of the solvent, a colorless oil (0.6 g; 1.5 mmol; 24%) remained. 
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The product was homogeneous when analyzed by thin layer chroma- 
tography (Si0 2 , ethyl acetate:CH 2 Cl 2 , 1:1) but attempts to crystallize it 
were unsuccessful. The overall yield for the synthesis was 2%. Nuclear 
magnetic resonance and infra-red analyses showed 5H (d, methyl alco- 
hol) 8.36 (1H, m, pyridyl); 7.96 (2H, m, phenyl); 7.73 to 7.53 (5H, m, 
phenyl and pyridyl); 7.06 (1H, m, pyridyl); 4.30 (1H, m, CHCH 3 ); 2.96 
(4H, S, Mhydroxysuccinimide ester); and 1.76 (3H, m, CHCH 3 ) Vmn 
(CH 2 C1 2 ) 2920, 1770, 1740, and 1605 cm" 1 . These analyses were 
consistent with the structure shown in Fig. 3 (Ci8H I6 N 2 0 4 S 2 ). 



Fig. 3. The SMPT reagent (formula weight, 388.5). 
Purification of Abrin A-Chain 

Abrin was extracted from the seeds of A. precatorius by the method 
of Thorpe et al. (20). The toxin was split by reduction into its compo- 
nent chains and the A-chain was purified to homogeneity as described 
previously (21). The purified toxin and the A-chain (abrA) had median 
lethal dose values of 1.4 M g/kg and 12 mg/kg, respectively, when 
administered i.p. to adult BALB/c mice. 

Deglycosylation and Purification of Ricin A -Chain 

Ricin was purified from crushed castor beans by the method of 
Cumber etal. (21). A solution of the toxin (2.5 mg/ml) in 0.2 m sodium 
acetate buffer, pH 3.5, was treated for 1 h at 4°C with sodium meta- 
periodate and sodium cyanoborohydride at final concentrations of 10 
and 20 mM respectively, as described by Thorpe et al. (22). This 
procedure results in the destruction of approximately 50% of the 
mannose and most of the fucose residues present on the A-chain. The 
W-acetylglucosamine and most of the xylose residues are unaffected 
(23). The deglycosylated ricin A-chain was separated from the B-chain 
and was extensively purified by the method of Fulton et al. (24). The 
dg.ricA had a median lethal dose value of 15 mg/kg (as compared with 
30 mg/kg for native ricA) when administered Lp. to adult BALB/c 
mice. 

Purification of Antibodies 

The monoclonal antibodies OX7 and R10 were purified from the 
blood and ascitic fluid of hybridoma-bearing BALB/c mice by the 
method of Mason and Williams (19). 

Preparation of Immunotoxins 

Buffer Solutions. Two buffer solutions were used during the synthesis 
of the immunotoxins: (a) 0.05 m sodium borate, pH 9.0, containing 
1.7% (w/v) NaCl ("borate buffer"); (b) 0.01 m Na 2 HPO 4 -0.0018 m 
KH 2 PO 4 -0.17 m NaCI-0.0034 m KC1-0.001 m EDTA, pH 7.5 ("phos- 
phate-EDTA buffer"). 

Derivatization of Antibody with SMBT. To a solution of antibody (20 
mg) in borate buffer (4 ml) was added SMBT (216 M l; 1 mg/ml) in dry 
dimethylfonnamide. The final concentrations of SMBT and antibody 
were 0.13 and 0.032 mM, giving a 4-fold M excess of SMBT over 
antibody. The solution was stirred for 1 h at room temperature and a 
solution of DTT (40 M l; 15.4 mg/ml) in borate buffer was added, giving 
a final DTT concentration of 1 mM. The solution was stirred gently for 
a further 1 h at room temperature and a solution of 5,5'-dithio-bis(2- 
nitrobenzoic acid) [Ellman's reagent (25)] (40 pi; 87.2 mg/ml) in 
dimethylfonnamide was added, giving a final concentration of Ellman's 
reagent of 2.2 mM. The mixture was stirred gently for 1 h at room 
temperature and was applied to a column (20 x 1.6 cm) of Sephadex 
G25 (fine) equilibrated in nitrogen-flushed phosphate-EDTA buffer. 
The protein that eluted in the void volume of the column was concen- 
trated to 10 mg/ml in an Amicon ultrafiltration cell fitted with a YM2 
membrane. The average number of activated disulfide groups intro- 
duced into each antibody molecule was determined by reducing a sample 
of derivatized antibody solution with DTT and measuring the absorp- 
tion of the released 3-carboxyIato-4-nitrothiophenolate ion which has 



a molar absorptivity of 1.36 x 10* M " ! cm"' at 412 nm (25) Th 
number of activated disulfide groups introduced using the above en 
ditions ranged between 1.5 and 1 .8/molecule of antibody. 

Derealization of Antibody with SMPT. To a solution of antibody On 
mg) in borate buffer (2.67 ml) was added SMPT (267 M l; 0.48 mg/mn 
in dry dimethylfonnamide. The final concentrations of SMPT a J 
antibody were 0.1 1 and 0.045 mM, giving a 2.4-fold M excess of SMp? 
over antibody. The dimethylformamide was used at 10% v/v to kee 
the SMPT soluble. The solution was stirred for 1 h at room temperature 
and was applied to a column (30 x 1.6 cm) of Sephadex G25 (f me) 
equilibrated in nitrogen-flushed phosphate-EDTA buffer. The protein 
that eluted in the void volume of the column was concentrated to 10 
mg/ml in an Amicon ultrafiltration cell fitted with a YM2 membrane 
The average number of a-methyI-a-(2-pyridyIdithio)toluoyl groups in 
troduced into each antibody molecule was determined by reducing a 
sample of derivatized antibody solution with DTT and measuring the 
absorption of the released pyridine-2-thione which has a molar abson>- 
tivity of 8.08 X 10* M - cm" at 343 nm (8). The number of a-methyL 
a(2-pyndyldithio)toluoyl disulfide groups introduced using the above 
conditions ranged between 1.5 and 2.0/moIecule of antibody 

Coupling of SMBT- and SMPT-derivatized Antibodies to A-chain. A 
solution of abrA (10 mg) or dg.ricA (10 mg) in phosphate-EDTA buffer 
(7 ml) was treated for 30 min at room temperature with 50 mM DTT 
and applied to a column (30 x 2.2 cm) of Sephadex G25 equilibrated 
in nitrogen-flushed phosphate-EDTA buffer. The A-chain fraction 
(about 35 ml) that eluted from the column was added directly to the 
concentrated antibody solution (10 mg/ml; 2 ml) in the Amicon ultra- 
filtration cell giving a molar excess of A-chain over antibody of 2.5- 
fold. The mixture was then concentrated to about 10 ml and incubated 
at room temperature for 72 h under nitrogen. The mixture was removed 
from the ultrafiltration cell and treated with 0.2 mM cysteine for 6 h at 
room temperature to inactivate any activated disulfide groups remain- 
ing in the antibody component of the immunotoxin. These conditions 
do not cause splitting of immunotoxin. If this step were omitted, 20 to 
30% of the Af t 180,000 immunotoxin interacted with plasma constitu- 
ents in both in vivo and in vitro experiments to form a covalent adduct 
mainly of A/ r 240,000. It is possible that residual activated disulfide 
groups on the antibody component react with the thiol group of albumin 
(A/ r 67,000) to form the adduct. 

Preparation of SPDP- and 2IT-linked Immunotoxins. The SPDP and 
2IT coupling agents were used to link abrA or dg.ricA to OX7 antibody. 
Full details of the procedures have been published previously for both 
SPDP (6, 2 1) and 2IT (10, 26). 

Purification of the Immunotoxins. The products of the conjugation 
reactions above were applied to a column (90 x 2.2 cm) of Sephacryl 
S-200 equilibrated in 0.05 m sodium phosphate buffer, pH 7.5, and 
eluted with the same buffer solution. The fractions of immunotoxin 
that eluted with a molecular weight of approximately 180,000 were 
pooled and fractionated on a Blue Sepharose column to remove free 
antibody and immunotoxin molecules containing more than one mol- 
ecule of A-chain as described previously (27). 

Analysis by polyacrylamide gel electrophoresis in SDS showed that 
the immunotoxins had an apparent molecular weight of 180,000 and 
that they contained one molecule of antibody linked to one molecule 
of A-chain. The concentration of immunotoxin was determined from 
absorbance measurements at 280 nm. IgG-ricA {M T 180,000) has an 
E°iS at 280 nm of 1.29 assuming values of 1.40 for the antibody and 
0.765 for the A-chain (28). IgG-abrA (Af r 180,000) has an at 280 
nm of 1.30 assuming values of 1.40 for the antibody and 0.787 for the 
A-chain (28). 

The immunotoxins have the structures shown in Fig. 4. The antibody 
components of the OX7 immunotoxins fully retained antigen-binding 
activity, as judged by fluorescence-activated cell sorter analyses on 
AKR-A/2 cells treated with antibody or immunotoxin at saturating and 
subsaturating concentrations. The A-chain components fully retained 
their ability to inhibit protein synthesis in reticulocyte lysates (29). 

Rate Constants 



Bovine IgG in borate buffer (5 mg/ml) was treated with SBT, SMBT, 
SPDP, or 2IT to introduce an average of approximately 5 molecules of 
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SMPT and SMBT : 
SBT : 
SPDP : 



IgG ■ 



NH • CO - (o) CH SS^ A-chain 



IgG ^ NH CO * <o) CH 2 SS ~~ A-chain 
V 

lgG~~ NH CO CHj CHj SS^ A-chain 



NH 2 



2JT : IgG ^ NH • C • CH 2 • CH 2 - CH 2 SS ~* A-chain 

Fig. 4. Linkages formed by the different coupling agents. 

coupling agent per molecule of protein. The derivatized IgG was treated 
with 1 niM DTT for 1 h followed by 2.2 mM Ellman's reagent for 1 h. 
This generated the same activated disulfide-leaving group (*\e„ 3-car- 
boxylato-4-nitrothiophenolate ion) in all the derivatives. The deriva- 
tized IgG preparations were desalted on columns (20 x 1.6 cm) of 
Sephadex G25 equilibrated in 0.025 M sodium phosphate, pH 7.4, 
containing 0.15 M Nad. 

The IgG derivatives were treated with DTT (0.01 to 0.1 mM) or 
glutathione (0.1 to 1 mM) at 25*C and the rate of release of 3- 
carboxyIato-4-nitrothiophenolate ion was measured at 412 nm using a 
Shimadzu (Model UV 240) spectrophotometer. DTT or glutathione 
was added at the same time to the reference cell which contained 
underivatized bovine IgG which had been treated with DTT followed 
by Ellman's reagent in the same way as the IgG derivatives. The second 
order rate constants were calculated from the equation 

2.303 b{a-x) 
Ka-b) 8 a(b - x) 

where a is the initial molar concentration of activated disulfide groups 
in the derivatized protein solution, b is the initial molar concentration 
of DTT or glutathione, and x is the molar concentration of released 3- 
carbpxylato-4-nitrothiophenolate ion at time / s after adding DTT or 
glutathione. 

Toxicity to AKR-A Cells in Tissue Culture 

[ 3 H]Leucine Incorporation Assays. A suspension of AKR-A/2 cells 
was prepared at 10 5 cells/ml in RPMI 1640 medium supplemented 
with 10% (v/v) heat-inactivated fetal calf serum, penicillin (200 units/ 
ml), and streptomycin (100 fig/ml) ("complete medium**). The cells 
were incubated for 24 h at 37"C with immunotoxins and other test 
materials using the microplate method described previously (29). 
[ 3 H]Leucine (1 nCi) was then added to each culture (200 pi) and the 
radioactivity that the cells incorporated was measured 24 h later. 

Oonogenic Assays. A suspension of AKR-A/2 cells was prepared at 
2 x 10 5 cells/ml in complete medium. The suspension was distributed 
in 50-ml volumes into 300-cm 2 tissue culture flasks and complete 
medium or medium containing immunotoxin (1 ml) was added to give 
a final immunotoxin concentration of 1.3 x 10~* M. The cells were 
incubated for 24 h at 37*C in an atmosphere of 5% C0 2 in humidified 
air. The cells were then washed three times with complete medium. 

Cells which had been incubated in medium alone were suspended at 
120, 240, 360, 480, and 600 cells/ml in complete medium. Cells which 
had been treated with immunotoxin were suspended at a range of 
concentrations between 10 4 and 10 T cells/ml in complete medium. A 
solution of 0.24% w/v agarose in complete medium at 45*C was 
dispensed in 1-ml volumes into Petri dishes (35-mm diameter) and 
cooled for 1 h at 4*C to solidify the agarose. To aliquots of cell 
suspension (0.5 ml>in sterile tubes at 4*C was added a solution of 
0.24% w/v agarose in complete medium (2.5 ml) at 45*C. The suspen- 
sions were then mixed, transferred in 1-ml volumes to the agar-coated 
Petri dishes, and were cooled for 1 h at 4*C to solidify the agarose. The 
Petri dishes were then incubated at 37 - C for 10 days and the number 
of colonies containing about 100 cells or more was counted using an 
inverted microscope. The percentage of cells that survived exposure to 
the immunotoxins was calculated by comparing their cloning efficiency 
to that of untreated cells for that particular experiment The cloning 
efficiency of untreated cells ranged from 65 to 76%. 



Stability and Blood Clearance Measurements 

Measurements of the stability and blood clearance rates of the 
immunotoxins were performed as previously described (11). Briefly, 
the purified OX7-SMPT-dg.ricA and OX7-2IT-dg.ricA immunotoxins 
were radioiodinated with ,25 I to a specific activity of approximately 10 7 
cpm/fig. Groups of three adult male specific-pathogen-free BALB/c/ 
ICRF mice were given injections i.v. of 10 /zg of radioiodinated immu- 
notoxins and samples of blood were drawn from the tail vein at various 
time intervals and transferred to heparin-coated tubes. The radioactivity 
in the blood samples (50 n\) was measured. The samples were centri- 
fuged at 10,000 x g for 2 min and the plasma was removed. The 
radioactivity in 20 fil plasma was counted and the samples were stored 
in liquid N 2 . At the end of the experiment, volumes of plasma samples 
containing 8000 cpm each were electrophoresed on 5 to 10% polyac- 
rylamide gels (1 mm thick) containing 1% SDS. 

Autoradiographs of the dried gels were scanned and the area under 
the immunotoxin (M r 180,000) peak and the released antibody (M, 
150,000) peak was divided by the total area under all the peaks to 
determine the proportion of radioactivity in the plasma that corre- 
sponded to intact immunotoxin or released antibody. Calibration ex- 
periments had previously shown that the area under each peak was 
directly proportional to the cpm it contained. Analysis of the immu- 
notoxin by SDS-polyacrylamide gel electrophoresis under reducing 
conditions showed that the specific activity of the released antibody 
was somewhat less (9.1 x 10 6 cpm/^g) than that of the intact immu- 
notoxin (10 X 10 6 cpm/ fig). Correction was therefore made for this 
difference when calculating the amount of released antibody in the 
bloodstream. Clearance measurements were expressed as a percentage 
of the injected dose assuming that the mice had a blood volume of 2.18 
ml/25 g body weight (30). 

A two-compartment open pharmacokinetic model was fitted to the 
plasma levels of immunotoxins and released antibody using a comput- 
erized nonlinear least-squares regression analysis (31). A weighting 
function of 1/(K + Yf was applied to all data points (32). These 
analyses yielded the half-lives of the immunotoxins in the a and 0 
phases of clearance. Also, the half-lives of splitting of the immunotoxins 
to free antibody and A-chain were calculated using an extension of the 
same model to be described in a subsequent report. 3 



RESULTS 

Rates of Reduction of IgG Derivatized with Various Coupling 
Agents 

Bovine IgG was reacted with SMBT, SBT, SPDP, or 2IT 
and then treated with DTT followed by Ellman's reagent to 
form antibody derivatives in which the same activated disulfide 
group was present in all. The antibody derivatives differed only 
in the groups through which the activated disulfide group was 
attached to the protein, as in Fig. 4. 

The release of 3-carboxylato-4-nitrothiophenolate ion when 
the antibody derivatives were treated with DTT or glutathione 
followed approximately second order kinetics, although the rate 
constant was greatest during the initial phase of reduction (Fig. 
5). The activated disulfide groups reduced first probably occu- 
pied positions on the protein that were accessible to the reduc- 
ing agents, whereas the more resistant groups were probably 
buried more deeply within the protein. The second order rate 
constants listed in Table 1 have been calculated at the point at 
which 50% of the leaving groups have been released and define 
the relative ease of reduction of the disulfide bonds formed by 
the different reagents. 

The stability of the different linkages depended upon the 
degree of steric hindrance afforded by the groups adjacent to 

3 D. C. Blakey, D. N. Skilleter, R. J. Price, H. Newell, and P. E. Thorpe, 
Comparison of the pharmacokinetics and hepatotoxic effects of saporin and ricin 
A-chain immunotoxins, manuscript in preparation. 
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Rates of reduction by DTT of IgG derivatized with various coupling 
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agents. Bovine IgG was reacted with SMBT, SBT, 2IT, or SPDP and the 
derivatives were reduced with DTT and treated with EIlraaiTs reagent to form 
a H tl S? dy ^"vatives in which the same activated disulfide group was present in 
an. The derivatives were then treated with 0.03 dim DTT at pH 7.4 and 25'C. 
The rate of release of the 3-carrx>xyIato-4-nitrothio phenolate group was foUowed 
spectrometrically at 412 nm. The A* 12 at various times after adding DTT is 
expressed as a percentage of the A412 after complete reduction with 5 mM DTT. 

Table 1 Rate constants for the reduction of IgG derivatized with various coupling 
agents by DTT or glutathione 
Bovine IgG was reacted with the above coupling agents and the derivatives 
weieireduced with DTT and treated with an excess of Ellman's reagent to form 
a JJ"J^y derivatives m which the same activated disulfide group was present in 
alL The derivatives were then treated with DTT (0.01 to 0.1 mM) or glutathione 
(0.1 to 1 mM) a t P H 7.4 and 25*C. The rate of release of the 3Harboxylato-4- 
nitrothiophenolate group was measured spectrophotometricaUy as in Fig. 5. The 
522 r? cr rate constants shown below were calculated at the point at which 
ZZ ™ activated disulfide groups had been removed (see "Materials and 
Methods"). Repeated determinations gave results that did not differ by more than 
15% from those shown. 



Coupling 
agent 



Rate constant (liters * mol -1 • s _l ) 



DTT 



Glutathione 



SMBT 
SBT 
SPDP 
2IT 



14 

72 
250 
320 



2.5 
Not done 
52 
165 



the disulfide bond. As shown in Fig. 5 and Table 1, the SMBT 
reagent gave the most stable linkage, probably because the 
disulfide bond was protected by the methyl group and, to a 
lesser extent, by the benzene ring. The next most stable linkage 
was given by SBT which has a benzene ring in the same position 
as in SMBT but which lacks the methyl group. The least stable 
linkages were given by the SPDP and 2IT reagents in which 
the disulfide bond is essentially unprotected. Thus, in summary, 
the ratios of the rate constants for the reduction of the SMBT, 
SBT, SPDP, and 2IT linkages with DTT were 0.04:0.23:0.78:1, 
respectively. The reciprocals of these ratios give the relative 
stability of the SMBT, SBT, SPDP, and 2IT linkages as 
24:4.5:1.3:1, respectively. These differences were even more 
marked when glutathione was used as the reducing agent (see 
Table 1). 

Cytotoxicity to AKR-A/2 Lymphoma Cells 

pHJLeucine Incorporation Assays. OX7-SMPT-dg.ricA had 
identical ability to OX7-2IT-dg.ricA to reduce protein synthesis 
by Thy- 1.1 -expressing AKR-A/2 cells in tissue culture (Fig. 6). 
Both immunotoxins reduced the [ 3 H]leucine incorporated by 
the cells by 50% at a concentration (the IC50) of 6 x 10~ 13 m. 
They were about 10-fold more potent even than ricin which had 
an IC50 of 8 x 10" 12 m. The toxic effects were specific. Uncon- 
jugated OX7 was not toxic at 10~ 7 m and unconjugated dg.ricA 
and the control immunotoxin, RlO-SMPT-dg.ricA, were only 
toxic at concentrations in excess of 10" 8 M. 
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Fig. 6. Cytotoxic effects of OX7-SMPT-<lg.ricA (O) and OX7-2IT-dg.ricA (•) 
upon AKR-A/2 lymphoma cells in tissue culture. The cells were incubated for 48 
jMrith the immunotoxins or with R 1 0-SMPT-dg.ricA (A), dg.ricA (□), or ricin 
(■). Points, geometric means of triplicate measurements of pHJleucine incorpo- 
rated by the cells during the final 24-h period of culture expressed as a percentage 
of the incorporation in untreated cultures. Bars, one SD about the mean unless 
smaller than the points as plotted. Mean [ 3 HJleucine incorporation in untreated 
cultures was 42,000 dpm. 

Table 2 Cytotoxic effects of OX7-abr A immunotoxins upon AKR-A/2 
cells in vitro 



Immunotoxin 



IC» in [ 3 H]leucine 
uptake assays" (m) 



OX 7-S M BT-abrA 

OX7-SPDP-abrA 

OX7-2IT-abrA 

OX7-abrA cocktail* 

RIO-SMBT-abrA 

RlO-SPDP-abrA 

Rl0-2IT-abrA 



Clonogenic assays 6 
(% surviving cells) 



2.6 x 10~ u 
2.0 x 1(T 12 
3.0 x 10" 12 
3.3 x 10-" 
>3 x 10-* 
>3 x 10~* 
>3 x 10-* 



0.0086 ± 0.0003 
0.0049 ± 0.0021 
0.0037 ± 0.0002 
0.0053 ± 0.0003 
90.0 ± 8.5 
73.5 ± 12.0 
74.0 ± 1.4 
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* IC M as determined in experiments such as is shown in Fig. 6. 
Immunotoxins were applied to the cells at 1.3 x 10" 8 m. Results are the 
arithmetic means ± one SD of triplicate determinations. The plating efficiency 
of untreated cells was 76%. 

e The cocktail contained SPDP-, 21T- and SMBT-linked immunotoxin at 0.43 
x 10~* m each (total, 1.3 x 10** m). 

In other experiments, OX7-abrA immunotoxins prepared 
with SMBT, SPDP, and 2IT were found to have very similar 
cytotoxicity to AKR-A/2 cells. Their IC50 values in [ 3 H]leucine 
incorporation assays ranged between 2.0 and 3.0 x 10~ 12 M 
(Table 2). Again, their toxic effects were specific. Control 
immunotoxins prepared from the R10 antibody were not toxic 
to AKR-A/2 cells at concentrations as high as 3 x 10~ 8 M, and 
none of the OX7-abrA immunotoxins was toxic to EL4 cells, a 
mouse lymphoma line which lacks Thy- 1.1, at 3 x 10~* M. 

Clonogenic Assays 

Clonogenic assays were used to quantify the survival of AKR- 
A/2 cells after treatment with the different OX7-abrA immu- 
notoxins at the saturating concentration of 1.3 x 10"" M. The 
2IT- and SPDP-Iinked immunotoxins killed all but 0.0037 and 
0.0049% of the cells, respectively, whereas the SMBT-linked 
immunotoxin killed all but 0.0086% of the cells (Tabic 2). This 
difference between the killing obtained with the SMBT-linked 
immunotoxin and that with the other two immunotoxins is 
statistically significant (P < 0.05) but is very small In view of 
the fact that more than 99.99% of the cells were killed with all 
three immunotoxins. A similar significant difference was ob- 
tained when the experiment was repeated. 

Twelve clones of cells which survived exposure to OX7- 
SM BT-abrA were isolated and their sensitivity to the SMBT-, 
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2IT-, and SPDP-linked immunotoxins was tested in [ 3 H]leucine 
incorporation assays. Of 1 1 clones, one clone was fully resistant 
to all 3 immunotoxins, 4 were fully sensitive, and 6 showed 
intermediate sensitivity. None of these^clones showed more 
tnan a 3-fold difference in their sensitivity to any individual 
immunotoxin indicating that the type of linkage used to form 
the immunotoxin does not usually affect the nature of the 
surviving cells (results not shown). In contrast, the 12th clone 
(S6A2) was 5- to 10-fold more sensitive to the 2IT-linked 
immunotoxin than it was to the other two immunotoxins. The 
IC50 values for this clone were 1 x 10" 9 m with the 2IT-linked 
immunotoxin and 5 x 10~ 9 and 1 x 10" 8 m with the SPDP- 
and SMPT-linked immunotoxins, respectively. Importantly, 
none of the clones studied was resistant only to the SMBT- 
linked immunotoxin suggesting that an inability to split the 
hindered disulfide bond in the SMBT linkage was not a cause 
of mutant cell survival. 

Stability and Clearance Rate of Immunotoxins in Vivo 

Fig. 7 shows autoradiographs of SDS gels of blood samples 
from mice given injections of radioiodinated OX7-SMPT- 
dg.ricA or OX7-2IT-dg.ricA at various earlier time intervals. 
The immunotoxin preparations that were injected contained a 
single major component (M T 180,000) consisting of one mole- 
cule of antibody and one molecule of A -chain. After injection, 
both immunotoxins broke down to give a long-lived product 
(M, 150,000) corresponding to free antibody. At later time 
points (Fig. 7, lanes 9 and 10) a minor component (M r 210,000) 
was also seen on the gels. Free A-chain (M r 30,000) was not 
seen at any time point probably because it was very rapidly 
cleared (33). 

The rate at which OX7-SMPT-dg.ricA broke down to release 
free antibody in vivo was slower than that of OX7-2rT-dg.ricA. 
Plasma samples contained approximately equal amounts of 
intact immunotoxin and released antibody 48 h after injection 
of OX7-SMPT-dg.ricA (Fig. 7a, lane 8) as compared with after 
about 8 h in recipients of OX7-2IT-dg.ricA (Fig. 7A, lane 6). 
The released antibody had a specific activity of 9.1 x 10* cpm/ 




Pi* 7. Improved i* *tvo stability of OX7-dg,rfcA prepared with SMPT. 
Atttor«dio$raphsofSOS-polymcryUmlde(5to 10%) tela of plasma samples taken 
S J"**** lime interval* from mice which had been given Lv. injections of (a) 
OX7^MPT«da.ricA or 0) OX7.2IT-df.rkA. a and 6, lanes I and //, radtotodi- 
^tfOMllve 0X7 antibody W, 150*000); lam J. Immunotoxin (mainly M, 
JWiOOO) before Infection, 0, texts $ to 10, plasma samples taken 0.15, 2, 4, 8, 
"« *4, 72, sod 96 h aAer Injection* respectively; *, Uum J to JO, plasma samples 
•*^a 0.11 3, 4, t, 24. 41. 72. Md 120 h ifler Injection, respectively. 



fig which is lower than that of the intact immunotoxin (10 x 
10 6 cpm/^g) so that the true amount of released antibody is 
slightly higher than appears to be present on the gels. The rate 
of splitting of OX7-2IT-dg.ricA was very similar to that of 
OX7-2IT-abrA and OX7-SPDP-abrA which, as we previously 
reported (10), have the same stability. 

The breakdown products of the immunotoxins were charac- 
terized by absorbing the plasma samples with anti-ricin anti- 
body coupled to Sepharose and rerunning the gels. This pro- 
cedure entirely removed the intact immunotoxin (Af r 180,000) 
leaving behind the M T 150,000 component corresponding to 
released antibody and the M r 210,000 component (results not 
shown). Absorption of the plasma samples with Sepharose 
coupled to an antibody of irrelevant specificity removed none 
of the radioiodinated components, confirming that the absorp- 
tion of immunotoxin by antiricin coupled to Sepharose was 
antigen specific. The M T 210,000 component therefore lacked 
ricin A-chain and probably arose by displacement of the A- 
chain from the immunotoxin by a serum component with a 
calculated molecular weight of approximately 60,000. One pos- 
sibility is that this serum component is albumin (Af r 67,000) 
which, having a free thiol group, could potentially displace the 
A-chain and remain attached to the antibody. 

In Fig. 8 are shown the amounts of OX7-SMPT-dg.ricA and 
OX7-2IT-dg.ricA remaining in intact (M r 180,000) form in the 
blood plasma of mice at various times after injection. The 
clearance curves were Diphasic, having an initial rapid a-phase 
followed by a slower 0-phase. A computerized analysis of the 
clearance data using an open two-compartment pharmacoki- 
netic model gave a-phase half-lives of 1.2 ± 0.2 (SE) h for 
OX7-SMPT-dgjicA and 2.3 ± 0.3 h for OX7-2IT-dg.ricA. In 
the 0-phase, the half-lives were 22 ± 1 h for OX7-SMPT- 
dg.ricA and 1 1 ± 1 h for OX7-2IT-dg.ricA. The a- and 0-phase 
half-lives for native OX7 antibody were 6.7 ± 1.2 h and 1 18 h, 
respectively. Using a computerized analysis to be described 
elsewhere, 3 the OX7-SMPT-dg.ricA was calculated to split up 
to give free antibody with a half-life of 21.8 h as compared with 
6.5 h for OX7-2IT-dg.ricA. 

As a consequence of its better stability, 10% of the injected 
dose of OX7-SMPT-dg.ricA remained intact in the blood 
plasma 48 h after injection as compared with 1.5% of OX7- 
21T-dg.ricA and 35% of native OX7 antibody (Fig. 8). 
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Fig. 8. Blood clearance rates of OX7^SMPT-dgjkA (■), OX7-2IT-dg^icA 
(PK end OX7 (A). Mice were given tv. injections of radioiodinated immunotoxins 
and Mood samples were removed at various time intervals later. The percentage 
of the injected dose that corresponded to intact (M t 180,000) immunotoxin was 
determined by scanning autoradiographs of SDS gels such as those in Fig. 7. 
Points, geometric mean and SD (bars) of results obtained in three mice. OX7 
derivatized with 2 IT or SMPT followed by reduction and alkytation had identical 
blood clearance rates to native OX 7 antibody (results not shown). 
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In contrast with the in vivo results, breakdown of the immu- 
notoxins was not seen when they were incubated at 37'C for 24 
h in 2 ml of mouse plasma or heparinized whole blood. 

DISCUSSION 

In the present study, we synthesized two new coupling agents, 
SMBT and SMPT, for preparing immunotoxins containing 
disulfide bonds with improved stability in vivo. 

The SMBT and SMPT reagents generate the same protected 
disulfide linkage in which a methyl group and a benzene ring 
are attached to the carbon atom adjacent to the disulfide bond. 
However, the SMPT reagent is to be preferred for forming 
immunotoxins for two reasons: (a) it is simpler to use because 
it introduces the activated disulfide group in a single step, 
whereas the SMBT reagent introduces a thiosulfate group 
which has to be reduced and the resultant thiol activated with 
Ellman's reagent; (b) the SMPT coupling procedure does not 
involve exposing the antibody to DTT which potentially could 
cleave interchain disulfide bonds in the antibody and risk light 
chain loss. 

In model experiments with antibody derivatized with differ- 
ent coupling agents, the protected disulfide bond formed by the 
SMBT reagent was found to have 24-fold greater resistance to 
reduction with DTT than the unprotected disulfide bonds 
formed by the SPDP and 2IT reagents. Both the benzene ring 
and the a-methyl group contribute to the greater stability of the 
SMBT linkage. This is indicated by our finding that antibody 
derivatized with a further coupling agent, SBT, which gives a 
linkage having a benzene ring in the same position as in the 
SMBT linkage but which lacks the a-methyl group, was about 
four times more resistant to thiol attack than the SPDP and 
2IT linkages (see Table 1). 

A similar coupling agent, SPDB, was recently synthesized by 
Worrell et al. (18). The SPDB reagent also generates a linkage 
with a methyl group substituted on the carbon atom adjacent 
to the disulfide bond but it has a smaller — CH 2 *CH 2 — group 
in place of the benzene ring in the SMPT linkage and so may 
have inferior stability. 

A dg.ricA immunotoxin prepared with SMPT broke down 
more slowly in vivo to release free antibody than an immuno- 
toxin containing the unhindered 2IT linkage. Consequently, 
the 0-phase half-life of the SMPT-linked immunotoxin was 
increased to 22 h as compared with 1 1 h for the immunotoxin 
prepared with the unhindered disulfide bond. In the study by 
Worrell et al. (18) increased stability of the SPDB linkage was 
not directly demonstrated but was inferred from the fact that 
the 0-phase half-life of the SPDrWinked immunotoxin was 
increased to 14 h as compared with 10 h for an immunotoxin 
prepared with an unhindered linkage. 

The mechanism by which immunotoxins are broken down in 
vivo is unknown. It has been suggested from the finding that 
immunotoxins do not break down significantly when incubated 
in mouse plasma or whole blood in vitro, that the splitting must 
occur within one of the organs or tissues of the animal, possibly 
\the liver (11). However, this is not necessarily true, because 
GSH, the major free plasma thiol, is very rapidly lost from 
plasma in vitro by mechanisms that do not appear to involve 
oxidation by molecular oxygen (34). In vivo, GSH is continually 
being manufactured by the liver and is maintained in plasma at 
a level of about 24 /*m. Thus it is possible that the disulfide 
bond in immunotoxins is slowly split by GSH in the blood in 
vivo and that placing hindering groups around the disulfide 
bond protects it from attack. Alternatively, the splitting could 



be due to the action of a disulfide reductase and the hinderine 
groups frustrate enzymatic attack. 

OX7-abrA and OX7-dg.ricA prepared with the SMBT or 
SMPT reagents had identical ability to inhibit [ 3 H]leucine in- 
corporation by AKR-A/2 cells to immunotoxins prepared with 
SPDP or 2IT. We have since obtained similar results in other 
in vitro test systems using immunotoxins constructed from 
antibodies with a variety of different specificities. Thus 
strengthening the linkage in the immunotoxin does not weaken 
their cytotoxic activity as measured by gross reductions in 
protein synthesis 24 to 48 h after adding the immunotoxin to 
the cells. 

Clonogenic assays revealed that 0.009% of AKR-A/2 cells 
survived exposure to high concentrations of OX7-SMBT-abrA 
whereas the survival after treatment with OX7-SPDP-abrA and 
OX7-2IT-abrA was 0.005 and 0.004%, respectively. This dif- 
ference was statistically significant and prompted us to examine 
the immunotoxin sensitivity of 12 clones of cells that had 
survived exposure to the SMBT-linked immunotoxin. None of 
the clones was selectively resistant to the SMBT-linked immu- 
notoxin when retested with the immunotoxins showing that an 
inability to split the hindered disulfide linkage and release the 
A-chain within the cytosol was not a cause of mutant cell 
survival, or, if it were, it was not a stable mutation. 

In conclusion, immunotoxins prepared using the SMBT and 
SMPT reagents should have superior antitumor activity in vivo 
because, being more stable, they have more time to locate and 
kill the tumor cells and they release less free antibody which 
can compete for the target antigens. 
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Comparison of four Afunctional reagents for coupling peptides 
to proteins and the effect of the three moieties 
on the immunogenicity of the conjugates 
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Peptide-carrier conjugates are widely used to raise antipeptide antibodies. In a model system using 
angiotensin and tetanus toxoid as the peptide and the carrier protein respectively t h our cross-hrJang 
reagents were employed to study their effect on the immunogenicity of the conjugates. OptirmzaUon of the 
conjugation method for these heterobifunctional reagents, all succinimidyl active esters, resulted in 
well-defined conjugates of predictable composition. ELISA assays were performed to compare the 
antigenicity and the immunogenicity of the conjugates. The antipeptide antibody ^Utres were of the ordei : of 
2 X 10 4 -2 X 10 5 The anti-carrier antibody titres were high, in spite of the modification of the protein 
Three of the four coupling reagents used for conjugation were of the type: succn^midyl 

6-(^-maleimido)-«-hexanoate (MHS), succinimidyl 4^N-malemndometiiyl)-cyclohexane-l^ 
SvlCQ and succinimidyl m-maleimidobenzoate (MBS). One coupling reagent contained an activated 
disulphide: succinimidyl 3-(2-pyridyldithio)propionate (SPDP). The constrained linkers originating Jrom 
SMCC and MBS induced very high /i^r-specific antibody levels, The more flexible non-aromatic linkers 
originating from MHS and SPDP showed almost no reactivity. For this reason and since the thioether 
linage is more stable than the disulphide bond, we recommend MHS as the crosslinking reagent of choice. 

Keywords: Antipeptide antibody; Conjugation method; Cross-Unking reagent; Linker-specific antibody; Peptide-protein conjugate 
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The nomenclature used is in accord with the rules and 
recommendations of the IUPAC-IUB Joint Commission on 
Biochemical Nomenclature: Eur. J. Biochem. 138, 9-37 (1984). 

Abbreviations: Ata, acetylthioacetyl; MHS, succiriimidyl 6- 
(JV-maleimido)-n-hexanoate; Mh, 6-maleimidohexanoyl; SM- 
CC, succinimidyl 4(^-maleimidomethyl)-cyclohexane-l-car- 
boxylate; MBS, succinimidyl m-maleimidobenzoate; SATA, 
succinimidyl S-acetylthioacetate; SPDP, succinimidyl 3-(2- 
pyridyldithio)propionate; NHMe, methylamide; OPfp, penta- 
fluorophenyloxy; TT, tetanus toxoid; DT, diphtheria toxoid; 
Al, [Val 5 ^angiotensin I. 



Introduction 

Antipeptide antibodies have become important 
tools in many research fields; they have been used 
to identify new gene products, to analyse the 
functional domains of enzymes, for protein purifi- 
cation, for assaying proteins in immunochemical 
assays and to check the potential efficacy of syn- 
thetic peptide vaccines (for review see Moser et 
al., 1985; Walter, 1986). 

In general, peptides consisting of 10-30 amino 
acid residues do not elicit antibodies following 
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immunization. To induce immunogenicity, 
peptides are coupled to macromolecular carriers, 
usually proteins such as bovine serum albumin 
(BSA), keyhole limpet haemocyanin (KLH) and 
ovalbumin, to synthetic carriers such as multi- 
chain poly(DL-Ala)-(L-Lys) (Audibert, 1982) and 
polytuftsin (Trudelle, 1987) or they are incorpo- 
rated into liposomes, micelles or immuno-stimu- 
lating complexes known as iscoms (Morein et al., 
1984). In general, bifunctional reagents are re- 
quired to couple peptides to proteins. Since 
peptides and proteins contain several functional 
groups, conjugation using carbodiimides 
(Goodfriend et al., 1964; Davis et al., 1984) or 
homobifunctional reagents (e.g., glutardialdehyde 
(Avrameas, 1969; Pfaff et al., 1982) and bis-di- 
azotized benzidine (Walter et al., 1980; Tamura 
and Bauer, 1982)) generates a great number of 
different products ('chaos' coupling). In order to 
obtain the best-defined product heterobifunctional 
cross-linkers should be used in such a way that the 
peptide will be coupled specifically and in a pre- 
dictable fashion to the carrier. Various aspects of 
chemical cross-linkers and the modification of 
proteins have been reviewed by Han et al. (1984) 
and Feeney (1987). 

A useful method for preparing peptide-carrier 
conjugates involves taking advantage of the fast 
nucleophilic addition of a thiol group to the dou- 
ble bond of a maleimide (Marrian, 1949). The 
amino groups of the carrier can be modified to an 
adjustable extent with an active ester (e.g., a suc- 
cinimidyl ester) bearing a maleimide moiety. Sub- 
sequently the maleimido groups are allowed to 
react with peptides bearing a sulphydryl group 
(Fig. 1, route A). 

Peptides devoid of sulphydryl groups (i.e., con- 
taining no cysteinyl residues) can also be thiolated 
in a reproducible way by functionalization of one 
particular arnino group. Homocysteine thiolactone 
(Lee et al., 1980) and the succinimidyl esters of 
S-acetylthioacetic acid (SATA) (Duncan et al., 
1983) and 3-(2-pyridyldithio)propionic acid (SP- 
DP) (Carlsson et al., 1978) are examples of re- 
agents which have been used for this purpose. 
Since both the peptide and the protein in the 
latter route are unified through acylation of amino 
groups it is evident but nonetheless important to 
note that thiolation and maleylation of carrier and 



peptide can be reversed. A further method of 
controlled conjugation involves the generation of 
S-S (sulphanyl or disulphide) links by the thioly- 
sis of activated disulphides originating from the 
acylation of a protein or a peptide with SPDP 
(Fig. 1, route B). 

We have investigated the effect of several cou- 
pling reagents on the antigenicity and the im- 
munogenicity of the conjugates, taking into 
account the number of conjugated peptide mole- 
cules and also ensuring specific conjugation. The 
model peptide used was the decapeptide [Val 5 ]- 
angiotensine I and the carrier was tetanus toxoid. 
Three maleimide derivatives have been used to 
modify the carrier protein: succinimidyl m-malei- 
midobenzoate (MBS) (Kitagawa and Aikawa, 
1976); sucxnrumidyl 4-(N-maleimidomethyl)-cyc/o- 
hexane-l-carboxylate (SMCC) (Yoshitake et al., 
1979); sucdmmidyl 6-(7V-maleimido)-/i-hexanoate 
(MHS) (Keller and Rudinger, 1975; cf. Wiinsch et 
al., 1985). For comparison a disulphide linked 
conjugate was synthesized using SPDP to modify 
the carrier. 



Materials and methods 

Angiotensin and ornithine derivatives 

[Val 5 ]-angiotensin I (Al) was available from 
our organic chemistry laboratory. The decapeptide 
was acylated with Fmoc-Orn(Boc)-OPfp, depro- 
tected by ^-elimination of the Fmoc group using a 
base and further functionalized with an 
acetylthioacetyl group to give Ata-Orn-AI or with 
the maleimide derivative MHS resulting in Mh- 
Orn-AI. The mono-hydrochlorides of Ata-Orn- 
NHMe and Mh-Orn-NHMe were prepared fol- 
lowing standard procedures. 

Bifunctional reagents 

Succinimidyl m-maleimidobenzoate (MBS) was 
obtained from Pierce (Rockford, U.S.A.). Suc- 
cinimidyl 6-(iV-maleirnido)-«-hexanoate (MHS) 
was a gift from Boehringer (Mannheim, F.R.G.). 
Succinimidyl 4-( JV-maleimidomethyl)-cyc/o-hex- 
ane- 1 -carboxy la te (SMCC) was synthesized with 
modifications according to the methods of Yoshi- 
take et al. (1979) and Wiinsch et al. (1985). Suc- 
cinimidyl 5-acetylthioacetate (SATA) was synthe- 
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sized according to Duncan et al. (1983). Suc- 
cinimidyl 3-(2-pyridyldithio)propionate (SPDP) 
was obtained from Pierce (U.S.A.). 

Carriers 

Tetanus toxoid (TT) and diphtheria toxoid (DT) 
were obtained from Dr. J. Nagel (RIVM). Tetanus 
toxoid contained 48 equivalent amino groups (per 
150 kDa molecule) available for coupling and for 
diphtheria toxoid this ratio was 9 per 62 kDa. In 
both cases these values were deterrnined by the 
2,4-dinitrophenyl method of Sanger (reviewed by 
Needleman, 1970). 

Conjugation method 

(a) Derivatization of the carrier. The coupling 
method was a modification of the procedures of 
Lee et al. (1980) and of Green et al. (1982): 1 ml 
of carrier solution containing 10 mg/ml of protein 
was equilibrated in phosphate-buffered saline (0.1 
M phosphate, pH 8.0-8.5; 0.9% NaCl) by gel 
filtration on PD-10 Sephadex (Pharmacia, 
Sweden). A bifunctional reagent (MHS, SMCC, 
MBS or SPDP) was added as a 1% solution in 
DMF at a molar ratio corresponding to the desired 
number of peptides to be conjugated, i.e., 1.5 
equivalents of succinimidyl ester per amino group 
to be coupled. Following a reaction period of 5 
min the reaction mixture was subjected to gel ' 
filtration using PD-10 Sephadex equilibrated in 
phosphate buffer (0.1 M, pH 6.66, 0.9% NaCl, 5 
mM EDTA). The amount of maleimido groups 
coupled was determined using 5,5'-dithiobis(2- 
nitrobenzoic acid), DTNB, Merck (Sedlack and 
Lindsay, 1968). Prior to this thiol group detection 
the maleimido conjugates were treated with excess 
ft- mercap toethanol . The amount of SPDP coupled 
was determined by measuring the release of thio- 
pyridone following reduction of the disulphide 
bond (Carlsson et al., 1978) with DTE (1,4-di- 
thioerythritol, Fluka, Switzerland). The activated 
carriers were frozen and stored at — 20 ° C. 

(b) Deprotection of the peptide. Two methods 
were used for deacetylation of Ata-Orn-angioten- 
sin. The in situ method of Duncan et al. (1983) 
with hydroxylamine hydrochloride in a phosphate 
buffer (pH 6.5, 0.1 M). A faster method permit- 
ting the easy isolation of the JV-thioacetylpeptide 



was performed with a hard base as used in the 
'short-high' deprotection method of Msc com- 
pounds (Tesser and Balvert-Geers, 1975; Boon 
and Tesser, 1985). Although this procedure in- 
cludes a neutralization step after about 5 s, it 
cannot be used in conjunction with maleyl groups 
and some disulphides. 

(c) Coupling. Immediately after deprotection 
of the angiotensin derivative the peptide was ad- 
ded to the modified carrier in a 2 : 1 molar ratio. 
The reaction mixture was stirred for 1 h at room 
temperature. For TT modified with SPDP, the 
coupling was monitored by thiopyridone release 
with reaction times up to 24 h. The conjugated 
product was dialysed against PBS (0.01 M phos- 
phate, 0.9% sodium chloride; pH 7.3). 

(d) Analysis of the conjugates. All protein de- 
tenninations were performed using the method of 
Peterson (1977). Spectrophotometric measure- 
ments were made with a Cary 118 instrument at 
ambient temperature. Amino acid analysis was 
used to determine the amount of peptide in the 
conjugate. Peptides were hydrolysed in sealed 
evacuated vials in 5.7 N hydrochloric acid (Merck, 
suprapur, Darmstadt, F.R.G.) at 110 °C for 24 h, 
carriers and conjugates under the same conditions 
for 48 h. Hydroly sates were analysed on a Varian 
LC 5000 analyser. HPLC-gel filtration on a TSK- 
4000 column (eluent 0.01 M phosphate; 0.1 M 
sodium chloride; pH 6.8; flow rate 1 ml/min) was 
used to analyse the peptide conjugates bearing 
different amounts of peptide. The antigenicity of 
the conjugates was tested in an ELISA. An angio- 
tensin-TT conjugate coupled with glutardialdc- 
hyde (supplied by Vishna Kanhai, RIVM, Biitho- 
ven) was used as a reference. 

Enzyme-linked immunosorbent assay (ELISA) 

ELISAs were performed in PVC microti ire 
plates (Flow Laboratories, Scotland). PBS with 
0.01% Tween 20 (PBST) was used as the washing 
buffer and PBST containing 0.5% bovine scrum 
albumin was used as the diluent for the samples 
and the antisera. The substrate was prepared by 
adding 1.67 ml of a solution of 3,3',5,5'-tetramcih- 
ylbenzidine (Pierce, U.S.A.) in dimethylsulphoxidc 
to 100 ml citrate buffer pH 5.5. Just before use 10 
jil of 30% (w/v) hydrogen peroxide was added. 
The antigenic activity of the conjugates was tested 
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ELISA Micxotitre plates were coated with 
fc^al anti-TT sheep antiserum (SATS) per well. 
FoUowing overnight incubation at room tempera- 
ture ^ plates were washed twice. Subsequently, 
100 ul of a solution containing conjugate or TT 
were added and the plates were incubated at 37 ° C 
for 90 min. After washing as before rabbit anti- 
angiotensin antiserum (Calbiochem-Behring, La 
Jolla, U S A ) or a blank serum was added and the 
plates incubated for 90 min at 37° C before a 
further wash stage. Finally, the plates were in- 
cubated with peroxidase-labelled sheep anti-rabbit 
IgG or with enzyme-conjugated sheep anti-TT 
serum (100 A Ik, 37° C) and washed three times. 
100 jil of substrate were added and the reaction 
stopped by the addition of 2 M sulphuric acid 
(100 /il). The optical density at 450 nm was mea- 



TABLEI 

ACTIVATION OF THE LYSYL GROUPS IN TETANUS 
TOXOID 



TABLE II 

DETERMINATION OF THE PEPTIDE/CARRIER RATIO 
OF CONJUGATES 



Coupling pH Time 
reagent (min) 



Ratio 
linker/ 
lysyl 
added 



Coupling 
ratio 



Yield 1 
(%) 



>n a TSK- 


MHS 


6.7 


60 


3.6 


0.35 


10 


te; 0.1 M 


6.7 


60 


1.8 


0.22 


12 


/min) was 




6.7 


60 


0.9 


0.13 


14 


;s bearing 




6.7 


60 


0.45 


0.06 


14 


jenicity of 




6.7 
8.0 


60 
10 


0.23 
0.63 


_ b 

0.35 


56 


An angio- 




8.5 


5 


0.94 


0.50 


53 


ltardialde- 




8.5 


5 


0.94 


0.48 


51 


M, Biltho- 




8.5 


5 


0.52 


0.38 


72 




8.5 


5 


0.38 


0.27 


71 




MBS 


8.0 


10 


0.63 


0.35 


56 


JSA) 


SMCC 


8.0 


10 


0.63 


0.29 


46 




8.5 


5 


0.20 


0.14 


68 


microtitre 


SPDP 


8.0 


10 


0.63 


0.31 


49 


PBS with 




8.5 


5 


0.5 


0.39 


77 


ie washing 




8.5 


5 


0.5 


0.34 


69 


one serum 




8.5 


5 


0.5 


0.36 


73 


ie samples 


1 


8.5 
8.5 


5 
5 


0 

0.11 


0 

0.07 


0 
61 


repared by 




8.5 


5 


0.33 


0.24 


71 


-tetrameth- 




8.5 


15 


0.33 


0.26 


78 


sulphoxide 




8.5 


5 


0.90 


0.62 


69 


fore use 10 
vas added, 
was tested 


- Yield: amount of reagent coupled compared to the 
added. 

b Not determined, value below detection limit. 



Conjugate 


SPDP 


SPDP 


SPDP 


Amino acid 




code 


added 8 


calc. b 


determ. c 


Mean d 


Oro e 




BC1 


24.0 


16.8 


18.5 


19.1 


21.0 




BC2 


18.0 


12.6 


10.7 


8.5 


9.0 




BC3 


9.0 


6.3 


5.9 


4.2 


6.3 




BC4 


4.5 


3.2 


4.2 


4.0 


4.7 




BC5 


3.4 


2.4 


2.5 


4.2 


4.2 





a Equivalents of SPDP added are corrected values, based on 
the succinimidyl contents. 
b Calculated number of SPDP coupled, assuming the coupling 
efficiency was 70%. 

c Number of SPDP coupled, determined by thiopyndone re- 
lease following reduction with DTE. 

d Amount of peptide coupled, determined by amino acid 
analysis, taking the mean of the difference between TT and 
conjugate (Briand et at, 1985). 

c Amount of peptide coupled, determined by amino acid anal- 
ysis, with reference to the ornithine content of the introduced 
peptide. 

sured in a Titertek-Multiskan spectrophotometer 
(Flow Laboratories, Scotland). 

Immunization 

6-week-old NIH male mice were immunized 
intraperitoneally with 10 fig of the conjugate, 
emulsified in complete Freund's adjuvant. After 6 
weeks the mice were boosted with antigen in in- 
complete Freund's adjuvant and then bled 2 weeks 
later. 

Immunogenicity ^ 

The antibody responses to angiotensin, spacer 
and carrier were determined using the ELISA. For 
angiotensin antibody responses, microtitre plates 
were precoated with 0.1% glutardialdehyde in PBS 
(pH 7.2, 150 /il/well) for 2 h at room temperature 
and washed twice. Angiotensin, its derivative, the 
diphtheria conjugates (see Table III) and TT were 
incubated overnight at room temperature (1 
fig/well). The antigen solution was discarded and 
the plates were saturated with BSA (1% in PBST) 
for 1 h at room temperature. The plates were 
incubated with serial dilutions of antiserum. The 
assay was completed as described previously, using 
peroxidase-labeUed sheep anti-mouse IgG con- 
jugate at a 1/500 dilution. 
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Results 

Activation of the carrier 

The reaction efficiencies of the succinimidyl 
esters MHS, SMCC, MBS and SPDP with the 
available lysyl side chains in tetanus toxoid were 
tested by the addition of different amounts of the 
reagents. At pH 6.7 and using a 1 h reaction time 
the coupling efficiency (the fraction of the reagent 
molecules reacting) amounted to just 10%. Increas- 
ing the pH and lowering the reaction time per- 
mitted activation of a carrier in a predictable 
manner, i.e., at pH 8.5 the reactive groups were 
introduced with an efficiency of about 70 ± 4% 
within 5 min (c.f. Table I). 

Loading density versus antigenicity and immunogen- 
icity 

In a preliminary experiment tetanus toxoid was 
thiolated with different amounts of SPDP, i.e., 0, 
16, 32 and 48 mol/molTT and subsequently con- 
jugated with Mh-Orn-angiotensin. During dialysis 
of the conjugates a precipitate was formed. 
HPLC-gel filtration of the soluble fraction con- 
firmed that a higher peptide density leads to less 
soluble conjugates (Fig. 2). Conjugate I (Fig. 2 A) 
modified with coupling reagent but containing no 
peptide showed no changes in molecular size in 
the main component compared to unmodified 



tetanus toxoid (Fig. IE). From Fig. 2B it could 
be concluded that conjugate II, bearing 16 mol 
peptide/mol TT, contained components with 
molecular weights which differed from both mod- 
ified (Fig. 2 A) and unmodified (Fig. 2E) tetanus 
toxoid. The heterogeneity in the molecular weight 
of the tetanus toxoid, was probably related to the 
formaldehyde treatment used during toxoid pre- 
paration (Bizzini et al., 1970). A reference con- 
jugate, i.e., tetanus toxoid and angiotensin cou- 
pled with glutardialdehyde, showed a similar (al- 
though less pronounced) elution profile (Fig. 2F). 
The dialysates III and IV with loading densities of 
32 and 48 contained (almost) no soluble conjugate 
fraction. The peaks emerging with retention times 
of 27-28 min arose from the modification of 
tetanus toxoid by the coupling reagent (see Figs. 
2 A and 22s). The exact composition of these 
components was not clear although the elution 
profiles measured at 280 nm suggested an aromatic 
component (results not shown). 

Testing the antigenicity of the conjugates in an 
ELISA using the indirect coating procedure, we 
found that the response diminished in spite of the 
increasing amount of incorporated angiotensin 
(Fig. 3). This phenomenon is probably an effect of 
the ELISA protocol: the indirect coating of the 
conjugate is less efficient with higher loading den- 
sities. 



TABLE III 



SPECIFICATION OF THE LINKER CONJUGATES USED FOR IMMUNIZATION AND DETECTION IN ELISA 



Conjugate 
code 


Hapten 


Linker 


Carrier 


Peptide/carrier ratio 
Reagent a Orn b 


AA C 


CI 


Ata-Om-NHMe 


MHS 


TT 


17 


17 




C2 


Ata-Orn-NHMe 


. SMCC 


TT 


14 


20 




C3 


Ata-Om-NHMe 


MBS 


TT 


17 


12 




C4 


Ata-Orn-NHMe 


SPDP 


TT 


15 


19 




C5 


Ata-Orn-AI 


MHS 


TT 


16 


19 


11 


C6 


Ata-Orn-AI 


SMCC 


TT 


13 


16 


12 


C7 


Ata-Orn-AI 


MBS 


TT 


17 


16 


15 


C8 


Ata-Orn-AI 


SPDP 


TT 


13 


13 


10 


C9 


Ata-Orn-NHMe 


MHS 


DT 


7 


6 




C10 


Ata-Om-NHMe 


SMCC 


DT 


3 


5 




Cll 


Ata-Om-NHMe 


MBS 


DT 


7 


4 




C12 


Ata-Om-NHMe 


SPDP 


DT 


5 


8 





a Amount of peptide coupled determined by measurement of the incorporation of the functional group. 

* Amount of peptide coupled determined by amino acid analysis, based on the number of ornithyl residues. 

c Amount of peptide coupled determined by amino acid analysis according to the method of Briand et al. (1985). 
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Fig. 2. HPLC gel filtration^luUon profiles for angiotensin-TT conjugates with loading densities of 0 . 16 32 : and 4J [^Pgf/^ 
TT (Ties 2A-2D resp.) compared to TT (Fig. 2£) and an AI-TT conjugate coupled with glutardialdehyde (Fig. 2F). Figs. 2 A and 
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Fig. 3. Antigenicity of AI-TT conjugates with various loading densities: 0 (- 

TT, compared to TT (*-*-*) and an AI-TT conjugate coupled with glutardialdehyde (.--.—.), . n 

U) and Lti-angiotensin (*) antisera. The amount of conjugate given is the amount added per well. Preparauon of ^^10 
Mg conjugate orTT was dissolved in 8 M urea. After 1 h the solution was diluted to 10 ml with water A senal dilution of anugen 
(100 M l) in buffer was added to the wells and the ELISA was performed as described in the materials and methods section. 
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Fig. 4. The immunogenicity of angiotensin-TT conjugates with 
various loading densities. ELISA litres from two experiments 
are shown, one in the * non-soluble* conjugate range 

(O o), the other in the * soluble* conjugate range 

(■ ■) (see text). Titre is expressed as the reciprocal of 

the antiserum dilution which resulted in 50% of maximal 
absorption. Blood samples were taken 56 days after the first 
immunization. A pool of sera from eight mice were examined 
for each conjugate. Titres were determined in duplicate. 

Taking the non-loaded conjugate as a reference, 
the immunogenicity of the conjugates, as mea- 
sured by antipeptide antibody production, de- 
creased with increasing antigen density (Fig. 4). 
This was shown to be due to decreasing solubility 
in an experiment in which loading ratios in the 
'soluble conjugate' range (comprising 2.5, 4, 6, 11 
and 19 peptide units per 150 kDa of carrier (Table 
II)) gave rise to high antibody titres (Fig. 4). The 
titre of the glutardialdehyde conjugate (see 
materials and methods section) was comparable 



with the titre of the conjugate with the highest 
density (48 mol peptide/mol TT): 2.4 in log units. 

Specificity and cross-reactivity 

Four linkers were compared for their effect on 
the immunogenicity of the conjugate, namely three 
maleimide derivatives and one activated di- 
sulphide. The reagents differ through the nature of 
the links exerted (Fig. 1). It is supposed that there 
would be a negligible contribution to the diversity 
of the antibodies from the small structural dif- 
ference in the link between peptide and carrier 
arising from the reversal of maleylation and thio- 
lation of peptide and carrier. 

The effect of the spacer on the immunogenicity 
of the resulting conjugate was investigated in an 
ELISA by coating the microtitre plates with con- 
jugates consisting of an unrelated carrier protein 
(i.e., diphtheria toxoid), and a * false' peptide 
(ornithine methylamide, Orn-NHMe). Ornithine 
methylamide was functionalized with SATA to 
give Ata-Orn-NHMe. Immunization was per- 
formed with Ata-Orn-angiotensin coupled to 
tetanus toxoid, and with the corresponding con- 
jugate of Ata-Orn-NHMe (Table III). In Table IV 
the immunogenicity of the conjugates is il- 
lustrated. All four angiotensin conjugates elicited 
antibodies against the peptide and the peptide 
derivative to a large extent. Anti-tetanus toxoid 



TABLE IV 

TITRES REPRESENTING IMMUNOGENICITY OF ANGIOTENSIN-TETANUS TOXOID CONJUGATES COMPARED TO 
METHYLAMIDE-TETANUS TOXOID CONJUGATES 



Titre was defined as the reciprocal of the dilution of antiserum which resulted in 50% of maximal absorption. The composition of the 
conjugates is specified in Table III. 



Immunogen 


Anti-X, X = 














Tetanus 
Toxoid 
conjugates 
(linker) 


Peptide derivatives 


Diphtheria conjugates (linker) 






Carrier 


AI 


AtaOrnAI 


C9 

(MHS) 


C10 

(SMCC) 


Cll 
(MBS) 


C12 
(SPDP) 


TT 


Cl(MHS) 


550 


1000 


>10 5 


>10 5 


>10 5 


>10 5 


>10 6 


C2 (SMCQ 


850 


1000 


>10 5 


>10 5 


>10 5 


>10 3 


>10 6 


C3 (MBS) 


750 


900 


40000 


36000 


>10 5 


55000 


>10 6 


C4 (SPDP) 


630 


670 


270 


320 


320 


700 


>10 6 


C5 (MHS) 


140000 


160000 


3400 


280 


210 


225 


>10 6 


C6 (SMCQ 


96000 


100000 


9700 


54000 


1800 


245 


>10 6 


C7 (MBS) 


155000 


200000 


550 


660 


>10 5 


260 


>10 6 


C8 (SPDP) 


16500 


40000 


150 


180 


320 


370 


>10 6 
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litres were high (> 10 6 ) despite modification of 
the tetanus toxoid carrier. In the case of all con- 
jugates except the SPDP-derived C4 and C8 con- 
jugates there was a high antibody response to the 
homologous linker conjugate. However, cross-re- 
actions occurred, especially with the anti-blank 
conjugate antibodies elicited by CI (MHS), C2 
(SMCC) and C3 (MBS). The anti-angiotensin con- 
jugate antibodies showed cross-reactions to a much 
lesser extent and there were few cross-reacting 
antibodies elicited by C5 (MHS) and C8 (SPDP). 



Discussion 

Reaction conditions 

Lee et al. (1980) reported that MHS reacted 
with TT with a high efficiency until 15 maleimido 
groups per 10 5 Da had been introduced. The 
reaction ran at pH 6.7 and required 60 min but for 
higher densities an excess of MHS had to be 
added. In order to increase the reaction rate, the 
pH of the reaction mixture should be increased: 
Boon (1985) found that the reaction of 2-(methyl- 
sulphonyl)ethyl succinimidyl carbonate (Msc- 
ONSu) with the €-arnino groups of the (19) lysyl 
residues in cytochrome c was completed within 5 
min at pH 8.5 and showed that the reaction pro- 
ceeded stoichiometrically. Hydrolysis of the active 
ester was relatively slow (see also Aldwin and 
Nitecki (1987) and Anjaneyulu and Staros (1987)). 
In the present work it has been demonstrated that 
if the reaction is performed at a higher pH, it is 
possible to obtain a high density of maleimido 
groups without the requirement for a large excess 
of MHS. However, the * spontaneous deteriora- 
tion* of the succiriimidyl ester moieties in the 
reagents of Fig. 1 should be taken into account 
and their actual activity should be determined 
beforehand. 

The maleimido group of MHS proved to be 
99% stable for at least 15 min at pH 8.5, confirm- 
ing the observation of Wunsch et al. (1985). The 
maleimido group in MBS is less stable and there- 
fore the activation was performed at pH 8.0 with a 
molar ratio of MBS/amino group of 2. Subse- 
quent gel filtration of the reaction mixture should 
be carried out at pH 6.7. Lee et al. (1980) have 
reported that the reaction proceeds in the absence 



of thiol groups with an efficiency of only 10% over 
30 min and therefore the possibility of nucleophilic 
addition of amino groups can be discounted. Stor- 
age of the modified carrier at -20°C is recom- 
mended to slow down any functional deterioration 
catalyzed by imidazolyl functions occurring in the 
protein (His). At -20°C the activated carrier is 
stable for at least a few months. At 4° C the thiol 
binding activity decreases with a halftime of about 
1 month. 

Loading density 

The concentration of cross-linking reagent dur- 
ing activation of the carrier determines the loading 
of the carrier only to a minor degree. Thus at a 
given pH the loading density appears only to 
depend on time. This effect is to be expected since 
the pH determines the number of reactive amino 
groups (pKa c-amino group = 10.5); this quantity 
is far outnumbered by the amount of succinimidyl 
ester molecules so the reaction appears to run at a 
given pH with near zero-order kinetics (Table I). 

Determination of carrier load from amino acid 
analysis (cf. Briand et al., 1985) was found to be 
less accurate than from the number of maleimido 
groups introduced per molecule of carrier (cf. Lee 
et al., 1980). The latter method was particularly 
suitable when large peptides were to be coupled to 
a protein-carrier and the amino acid composition 
resembled that of the carrier. The intentional in- 
troduction of a diagnostic amino acyl group (Orn 
and Nle) was also another efficient method. Car- 
rier modification is a stoichiometric reaction : re- 
duction of the reaction time to 5 min at pH 8.5 
diminishes the efficiency to about 70%. 

Experiments with angiotensin I as a model 
peptide and tetanus toxoid as the carrier protein 
showed that an optimum loading density exists 
which amounts to 10-20 peptides/mol tetanus 
toxoid. This number is somewhat lower than that 
reported by Stevens et al. (1981) (25/10 5 kDa 
tetanus toxoid) but the curve is truncated by the 
insolubility of the higher substituted carrier mole- 
cules (in our case at a molar ratio of 32 and 
higher). Stevens et al. apparently had no solubility 
problems. Masking of determinants could be an 
explanation for decreasing irnmunogenicity at in- 
creasing densities. If the anti-TT response is mea- 
sured following urea denaturation (to effect solu- 
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bility), the TT-response decreases with increasing 
density, whereas the angiotensin response de- 
creases only slightly. Masking of carrier determi- 
nants could be the explanation of this phenome- 
non but masking of hapten determinants is also 
possible since closely packed angiotensin residues 
would impair recognition by the immune system. 

Specificity and cross-reactivity 

The effect of several Afunctional reagents on 
the immunogenicity of the conjugate was investi- 
gated. MHS, MBS, SMCC and SPDP were used as 
cross-linkers in peptide-protein conjugation with 
angiotensin I as the peptide and tetanus toxoid as 
the carrier protein. The results showed that the 
immunogenicity of a glutardialdehyde conjugate 
was comparable to that of a highly substituted 
sulphur-linked conjugate. Since an excess of 
glutardialdehyde was routinely used, a reference 
conjugate was not included when the low density 
sulphur-linked conjugates were investigated. 

The polyclonal antisera raised against the 
angiotensin conjugates included antibodies which 
reacted specifically with the unmodified decapep- 
tide angiotensin I in an ELISA. There was no 
significant difference in reactivity with an angio- 
tensin coat or with derivatized angiotensin I and 
litres ranged from 2 X 10 4 to 2 X 10 5 . 

The reactivity of the antisera towards tetanus 
toxoid was also very high, of the order of 10 6 , 
irrespective of the coupling of the peptide. This 
suggests that the character of this carrier, chosen 
since it can be used for human immunization, was 
not changed profoundly. 

Four [angiotensin]-linker-[tetanus toxoid] con- 
jugates were used to raise antibodies. The antisera 
also contained antibodies directed against the 
linkers, since they cross-reacted with their ho- 
mologous [ornithine methylamide]-linker-[di- 
phtheria toxoid] conjugates. There were however, 
qualitative differences: (1) the SPDP spacer con- 
taining an aliphatic disulphide, showed almost no 
reactivity; (2) for the MHS linker, which results in 
a flexible aliphatic chain connected through a 
disulphide bridge to a suctinimide ring, the anti- 
body level was somewhat higher; (3) the rigid 
linkers produced by SMCC and MBS, containing 
an additional cycloaliphatic or aromatic ring, in- 
duced very high antibody litres, within the range 
10 4 -10 5 . 



It has previously been shown that cross-linkers 
such as glutardialdehyde, carbcKiiimide or reagents 
containing an aromatic moiety elicit antibodies 
directed against the spacer (Palfreyman et al., 
1984; Briand et al., 1985; Bernatowicz and 
Matsueda, 1985). Aldwin and Nitecki (1987) dem- 
onstrated by Western blot analysis that peptide- 
protein conjugates cross-linked with a water-solu- 
ble active ester of 6-(^V-maleimido) /i-hexanoic 
acid did not induce detectable antibody specific 
for the spacer. The spacer originating from MHS 
used in the present study was the same as that 
investigated by Aldwin and Nitecki and our re- 
sults confirm their findings quantitatively. The 
cross-linking agents MHS and SPDP are prefer- 
able to SMCC and MBS in terms of their lower 
potential for immunogenicity, greater flexibility 
and greater stability in aqueous solutions. A 
drawback of SPDP coupling is the resulting di- 
sulphide linkage, which confers a susceptibility to 
reductive cleavage by ubiquitously occurring thiol 
compounds. The thio-ether linkage resulting from 
the application of MHS is very stable (at least for 
6 months at pH 6 at 4°C) (Yoshitake et al., 1982) 
and we conclude that MHS is the bifunctional 
reagent of choice for coupling peptides to pro- 
teins. 
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A 50-kDa fragment from the NH 2 -terminus of the heavy subunit 

of Clostridium Botulinum type A neurotoxin forms channels in lipid vesicles 

Clifford C. SHONE, Peter HAMDLETON and Jack MILLING 

Vaccine Research and Production Laboratory, Public Health Laboratory Service Centre ibr Applied Microbiology and Research 
Porton Down, Salisbury aj ' 

(Received April 3, 1987) - bLFD 870393 

1. A 50-kDa fragment representing the NH 2 -terminus of the heavy subunit of botulinum type A neurotoxin 
wa + s found, at low pH to evoke the release of K + from lipid vesicles loaded with potassium phosphate. Similar 
K release was also observed with the intact neurotoxin, its heavy chain and a fragment consisting of the light 
subunit linked the 50-kDa NH 2 -tcrmtnal heavy chain fragment. The light subunit alone, however was inactive 

2. In addition to K , the channels formed in lipid bilayers by botulinum neurotoxin type A or the NH,- 
terminal heavy chain fragment were found Lo be large enough to permit the release of NAD (M r 665) 

3. The optimum pH for the release of K + was found to he 4.5. Above this value K + release rapidly decreased 
and was undetectable above pH 6.0. 

4. The binding of radiolabeled botulinum toxin to a variety of phospholipids was assessed. High levels of 
toxin binding were only observed to lipid vesieles with an overall negative charge; much weaker binding occurred 
to lipid vesicles composed of electrically neutral phospholipids. 

5 A positive correlation between the efficiency of toxin-binding and the efficiency of K + release from lipid 
vesicles was not observed. Whereas lipid vesicles containing the lipids cardiolipin or dicetyl phosphate bound die 
highest levels of neurotoxin, the toxin-evoked release of was low compared to vesicles containing either 
phosphatidyl glycerol, phosphatidyl serine or phosphatidyl inositol. 

6. The implications of these observations to the mechanism by which the toxin molecule is translocated into 
the nerve ending arc discussed. 



| The neurotoxin of Clostridium botulinum type A (BoNT/ 

I A) is a 145-kDa protein which acts primarily at the 
neuromuscular junction causing muscular paralysis by in- 
hibiting the release of the neurotransmitter acetylcholine [1 , 2]. 
The toxin is a two-chain molecule comprising a light subunit 
(55 kDa) linked by a disulphide bridge to a heavy subunit 
(95kDa) [3J. The neuroparalytic activity of BoNT/A is 
thought to be accomplished in at least three stages: an initial 

t binding stage, an intemalisation stage and then one or more 
steps which disable the acetylcholine release mechanism. 
BoNT/A has been shown to bind specifically to acceptors on 
rat brain synaptosomes with high affinity (K d = 0.6 nM) by 
an active-site region located on the heavy subunit which is 
relieved to bind the toxin to the presynaptic surface of 
cholinergic nerve endings prior to intemalisation 14, 5]. Little 

[ « presently known about the mechanism by which the toxin 
*s internalised. The process is energy-requiring and may re- 
sole the process of receptor-mediated endocytosis [5J. The 

L»£ 0nesponde}Ke t0 C ~ C ShoiU2 ' Serine Research and Production 
40oratory, PHLS Centre for Applied Microbiology and Research, 
' or toa Down, Salisbury, England SP4 OJG 

Abbreviations. BoNT/A, Clostridium botulinum type A neuro- 
LD50, arnount of t0 * in that fcUkd 50% or mice 
DW \? • P * ) with toxin; PldCh °, phosphatidyl choline; PtdGro, 
Pho P ? aUdyI ^y ce^0, ' p td£tn, phosphatidyl ethanalamine; Ptdlns, 
spfiat.dyj jnosiiol; PtdCho/PtdGro vesicles, liposomes consisting 
«qiiimoJar proportions of PtdCho and PtdGro. 
txtyme. Trypsin (EC 3.4.21.4). 



molecular mechanism by which the toxin inhibits transmitter 
release is still completely unknown. 

Botulinum toxin is structurally similar to both tetanus and 
diphtheria toxins and for both the latter toxins it has been 
demonstrated that an NH 2 - terminal portion of the larger 
subunit induces pore formation in lipid bilayers, a property 
which may be relevant to the transport of an active toxin 
fragment into the cytoplasm [6- 81. Using planar lipid bi- 
layers, similar pore formation by both botulinum type d 
neurotoxin [9] and the heavy subunit of botulinum type B 
neurotoxin has also been demonstrated [10]. 

In this study, using liposomes of defined phospholipid 
composition, it is shown that BoNT/A is capable of forming 
channels in lipid bilayers at low pll. It is further demonstrated 
that this channel-forming activity is retained by a 50-kDa 
fragment representing the NH 2 -terminal portion of the heavy 
subunit. The properties of the lipid-toxin interaction are ex- 
amined and discussed in relation to a possible mechanism for 
toxin intemalisation. 



MATERIALS A ND METHODS 
Materials 

Phosphatidyl glycerol, phosphatidyl ethanolaraine, phos- 
phatidyl serine, phosphatidyl inositol, soybean phosphatidyl 
choline (type IIS), cardiolipin, dicetyl phosphate and 
gramicidin were obtained from the Sigma Chemical Com- 
pany. Phosphatidyl choline (lecithin grade I) and urea (Aristar 
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grade) were supplied by BDH Chemicals Ltd. [carhonyl- 
i4 C]NAD and [ l25 I]iodine were obtained from Amcrsham 
International. 

Purification of Clostridium botuiitium type A neurotoxin 
and its trypzic fragments 

C. botulinum type A neurotoxin was purified to a specific 
toxicity of 1 2 x 10 8 mouse LD 50 mg^ 1 by affinity chroma- 
tography on />-aminophenyl-/?-L>thiogalactopyranoside as de- 
scribed previously (111 The H 2 L fragment (see Fig. 1 ) (specific 
toxicity 6-12 xlO 3 mouse LD 50 mg~') was purified by a 
modification of a previously described procedure [11]. 
Botulinum neurotoxin (40 mg in 15 ml) in 0.15 M Tris/HCl 
buffer, pH K.O containing 100 mM NaCl was treated with 
trypsin (50 Mg ml l ) for 72 96 h at 20 U C, dialysed against 
20 mM triethanolamine butfex, pH 7.8 containing 100 mM 
NaCl, filtered (0.22 urn pore size) and then ehromatographed 
(fast protein liquid chromatography system, Pharmacia) on a 
Mono Q column (HR 10/10, Pharmacia) equilibrated in the 
latter buffer. The column was washed with a further 100 ml 
of the triethanoiaminc buffer and then the H 2 L fragment 
eluted with trielhanolamine buffer (20 mM, pH 7.8) contain- 
ing 200 mM NaCl. The purified fragment (^ 1.5 mg ml" 1 ) 
was made 5 ug ml" 1 with trypsin inhibitor, dialysed against 
0. 1 5 M Tris/HCl buffer, pH 8.0 containing 50 mM NaCl and 
stored al — 20 C C. The heavy chain and H 2 fragment of 
bolulinum type A neurotoxin were purified from the 
neurotoxin and H 2 L fragment respectively by precipitating 
the light subunit in the presence of 2.5 M urea, i M NaCl and 
100 mM dithiothreitol as described previously [11]. The light 
subunit of botulinum type A neurotoxin (< 100 mouse LD 50 
mg" 1 ) was purified from the H 2 L fragment by the method of 
Kozaki et al. [121. 

Preparation of liposomes and K* release .studies 

Lipid vesicles were prepared essentially by the method of 
Enoch and Slriltmatter [13]. Phospholipid mixtures (60 umol 
total lipid) were suspended in 3 ml 0.1 M potassium 
phosphate buffer, pH 7.2 containing 1 mM EDTA and 
1 0 mM sodium deoxycholate and then briefly sonicated (three 
5-s periods, Dawe Instrument type 7530 A, setting 3) in ice 
under nitrogen gas. Sodium deoxycholate was removed from 
the liposomes by dialysis three times against 500 ml 0.1 M 
potassium phosphate buffer, pH 7.2 containing 1 mM ROTA 
at 4 °C. Soybean phospholipids were first washed with acetone 
prior to liposome preparation [14]. Liposomes made with 
0.1 M pojassium acetate buffer pH 4.5 were prepared by the 
freeze-lhaw technique of Kasahara and Hinkle [14J. 

Detection of K + release from lipid vesicles was carried 
out essentially as described by Boquet and Dufiot [8]. Lipid 
vesicles (50 uJ) were added to 15 ml of the appropriate buffer 
and slowly stirred. Potassium release was monitored using a 
Philips K + electrode connected via Philips model 9421 pH 
meter to an Oxford Instruments 3000 chart recorder. 



Release of { 14 CJNAD from liposomes 

For studying the release of f 14 C]NAD, liposomes were 
prepared as above with 3 ml 0.1 M sodium phosphate buffer, 
pH7.2 containing 1 mM EDTA and [ l4 qNAD (37 kBq 
ml" 1 ) using half the concentration (5 mM) of sodium 
deoxycholate. The detergent was then removed by gel filira^ 
tion on a column of Sephadex G-50 (25 x 3 cm) equilibrated in 
potassium phosphate buffer pH 7.2 containing 1 mM EDTA. 
Liposomes, eluted in the void volume, were then dialysed 
against 1 I of the latter phosphate buffer. Release of NAD 
was assessed with 1.5-ml portions of liposome preparations. 
After diluting to 11.5 ml with 0.1 M sodium acetate buffer. 
pH 4.3 (to give a final pH of 4.5) cither buffer, toxin of Triton 
X-100 was added and the mixture incubated for 30 min al 
20 "C before being centrifuged at 200000 xg for 1 h. Portions 
(1 ml) of the supernatant fluids were removed and their radio- 
activity assessed by scintillation counting. 

Binding of radioiodinated bolulinum neurotoxin to liposomes 

Botulinum neurotoxin, radioiodinated using chloramine- 
f [41, was mixed with unlubelled toxin to give a specific activity 
of 1.7 MBq mg 1 and further diluted with 0.1 M sodium 
phosphate buffer, pll 7.2 containing 1 mg ml 1 ovalbumin 
to a neurotoxin concentration of 100 |ag (0.17 MBq) ml"'. 
Liposomes (0.5 ml) prepared as described above were mixed 
with 11 ml 0.1 M sodium acetate buffer, pi I 4.4 and 100 ul of 
the radiolabeled toxin solution, incubated for 30 min at 20 ; C 
and then centrifuged at 200000 xg for 1 h. The supernatant 
fluid was carefully removed and the excess fluid allowed to 
drain from the liposome pellet by inverting the lubes for 
5 min. The liposomes were resuspended in 1 ml 0.1 M sodium 
phosphate buffer, pH 7.2 and the radioactivity in 100-ul 
portions measured. 



R HSU L I S 
Release of K+ 

from phosphatidyl choline/phosphatidyl glycerol vesicles 

Addition of 10 ug of the channel-forming polypeptide 
gramicidin to phosphatidyl choline/phosphatidyl glycerol 
(molar ratio, 1 : 1) liposomes (PtdCho/PtdGro vesicles) loaded 
with K 1 caused a rapid (< 30 s) releases of K + at pH4.0 
(Fig. 2a). No further release of K + was detected when un 
additional 10 ug gramicidin was added, indicating that all the 
available K 1 had been released. An equivalent quantity of 
K 1 was liberated at pH 7.2 showing that the low pH had not 
affected the integrity of the vesicles. 

Addition of increasing amounts of the H 2 fragment or 
botulinum type A neurotoxin to PtdCho/PtdGro vesicles 
suspended in buffer at pH 4.0 evoked the release of K + ions 
(Fig. 2b and c). Under the experimental conditions, the addi- 
tion of 1 nmol of the H 2 fragment released all of the available 
K' in less than 1 min; addition of gramicidin at this point 
caused no further release of K + . Treatment of the vesicles 
with a further portion of the H 2 fragment after grarnicioit 1 
treatment had no effect of the baseline value. At pH 7.2 the 
H 2 fragment was completely ineffective at releasing K + from 
vesicles (Fig. 2d). 

Analogous experiments conducted with the ixitac 
neurotoxin, heavy chain and H 2 L fragment of BoNf/A 
yielded qualitatively similar results. The results for the in tat J 
toxin are shown in Fig. 3a -c. At pH 4.0, BoNT/A, the ih^ 
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Fig. 2. Release of from PtdCho/PtdGro vesicles by ike H 2 fragment 
oj fin NT/ A. (a) After addition of vesicles to 0.1 M sodium acetate 
buffer, pH 4.0, gramicidin (G, 10 j.d of 1 rngml" 1 solution in Cthanol) 
was added. When maximal response had been obtained, the baseline 
was adjusted to zero and KC1 (K ? 10 ul of a 20 mM KCl solution) 
was added as a standard, (b, c) After the addition of the fragment 
buffer as a control (B), the H 2 fragment was added lo vesicles in 
OJ M sodium acetate buffer, pH 4.0, at the indicated amounts. At 
maximal response, the baseline was returned to zero and gramicidin 
added as above (G) followed by baseline adjustment and further 
addition of the same amount of the 11 2 fragment. Finally KCl stan- 
dard was added as in (a), (d) The H 2 fragment was added to vesicles 
in 0,1 M sodium phosphate buffer, pll 7.2; additions of buffer (B), 
gramicidin (CJ) and KCl (K) were as described in (b). The volume of 
the reaction mixture in each case was 15 ml 



fragment and Ihe heavy chain were found to be more efficient 
at releasing K + from PtdCho/PtdGro vesicles than the H 2 
fragment ; on a molar basis 4— 5-fold less of the heavy chain, 
H 2 L fragment and intact toxin consistently gave the same 
release of K + as the H 2 fragment. At pH 4.5, however, H 2 
fragment was equally as effective at releasing K + from lipid 
vesicles as the intact neurotoxin (see below). As found for the 
H?. fragment, at pK 7.2 intact toxin (Fig.3c) heavy subunit 
and H 2 L fragment did not release K + from lipid vesicles. 

The light subunit of BoNT/A was ineffective at releasing 
K ' from lipid vesicles at both pH 4.0 (Fig. 3d) and pH 4.5. 
BoNT/A which had been inactivated with formaldehyde re- 
tained less than 3% of the K + -releasing activity of the native 
neurotoxin. 

Similar results were obtained when crude soybean 
Phospholipid vesicles were substituted for the PtdCho/PldGro 
v esicles. I he amount of the neurotoxin and its fragments 
required to release all the K + from soybean lipid vesicles, 
however, had to be increased by 3-5-fold over that required 
f or PtdCho/PtdGro vesicles. 



Fig. 3. Release of K* from PtdCho/PidCro vesicles by BoNT/A and Us 
light subunit. (a, b) BoNT/A (TA) was added to vesicles in 0.1 M 
acetate buffer, pH 4.0, at the indicated amounts, (c) BoNT/A was 
added to vesicles in 0.1 M sodium phosphate buffer, pH 7.2. (d) Light 
subunit (LS) was added to vesicles in acetate buffer pH 4 at the 
indicated amount. Baseline adjustments and additions of the fragmenl 
buffer control (B), gramicidin (G) and KCl (K) were as described in 
Fig. 2 




Fig. 4. Effect of pH on the release of K+ from PtdCho/PtdGro vesicles 
by DoNT/A and its H> fragment. Liposomes (50 ul) were suspended 
in 15 ml 0.1 M sodium citrate/sodium phosphate buffer at each pH 
and 0.2 nmol of either BoNT/A (•) or the H 2 fragment (A) added. 
The amount of K ' released was assessed by measuring the response 
80 s after addition of the toxin and expressing this value as a percent- 
age of the response obtained with the gramicidin control at the same 
pH value. Values represent the mean of at least five measurements 
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Table!. Release of f^C/NAD from PtdCholPtdCro vesicles by 
Bo NT/ A or Us H 1 fragment at pH 4.5 

The amount of NAD released after disruption of the liposomes with 
Triton X-100 was taken as 100% release 



Treulmeut 
of liposome;? 


Total 14 C in the 
supernatant, fluid 


Average 
NAD released 




1 


2 






epm 




% 


Control 
(no addition) 


6520 


7394 


49.6 


Intact BoNT/A 
(2 mnol total) 


11994 


12914 


8R.7 


H 2 fragmcnt 
{2 nmol total) 


10764 


11741 


80.2 


Trilon X-100 
(1 % final crmcn) 


13328 


14731 


too 



Table 2. Binding of lls I'BoNT/A to, and release of K* from liposomes 
of different phospholipid composition 

For the assessment of Bo NT/A binding each incubation mixture 
(1 1.5 ml) contained 10 jag neurotoxin (1 7 kBq) and 3 0 amol lipid. The 
percentage of K + released by 0.2 nmol HoNl'/A from liposomes in 
0.1 M sodium acetate buffer, pH 4.5 was assessed as described in 
Fig. 4 



Phospholipid composition 


125 I-BoNT/A 


IC + released 


of liposomes (molar ratio} 


bound 






% total 


% 


PldCho/PUlGro (1 : 1) 


51 ±5.0 


>95 


Soybean 


71 ±4.5 


63 + 16 


PtdCho 


4.0 + 0.6 


<5 


PtdCho/PtdEln (1:1) 


10.5 4-4.0 


<5 


PtdCho/Ptdlns (1:1) 


65 +2.4 


>95 


PtdCho/PtdScr (1:1) 


46 ±7.0 


>95 


PtdCho/cardiolipin (2:1) 


80.5 ± 9.7 


31 + 6.6 


PtdCho/dicctylphosphatc (2:1) 


90 + 4.3 


<5 


Negative control 


3.3 + 1.* 





Effect of pH on the release ofK* from lipid vesicles 

At extra -vesicular pH values between 4.5 and 6.0, the 
extent to which K + was released from PtdCho/PldGro 
vesicles was similar for both the intact botulinum neurotoxin 
and its H 2 fragment- Maximal release occurred at pH 4.5 
(Fig. 4): above pH 4.5 the K + release rapidly decreased and 
was undetectable above pH 6.0. At pH 4.0, however, while 
the K 1 release by the intact neurotoxin was only slightly lower 
than that observed at pH 4.5, an almost fourfold reduction in 
K + release by the H 2 fragment was observed. 

Changes in the pH value of the intra-vesicular environ- 
ment did not appear to affect significantly the release of K + 
from lipid vesicles. Liposomes containing 0.1 M potassium 
acetate buffer at pH 4.5 instead of potassium phosphate buf- 
fer at pH 7.2 were found to release similar amounts of K + 
when the extra vesicular environment was reduced to pH 4.5 
in the presence of botulinum toxin. 



Release of f^C J NAD from PtdCho/PtdGro vesicles 

At pH 4.5, addition of cither BoNT/A or the H 2 fragment 
to PtdCho/PtdGro vesicles loaded with [ I4 C]NAD released 
over 80% of the total radioactivity (Table 1). Values obtained 
for the release of NAD in the presence of the neurotoxin 
consistently were close to double those of control values 
obtained in the absence of toxin, indicating that the membrane 
channels formed by BoNT/A are large enough to permit the 
release of NAD molecules {M T 665). 



Binding of l25 I~BoNT/A to and release of K* from liposomes 
of different phospholipid composition 

At pH4.5, the highest levels of 125 I-labclled BoNT/A 
binding were observed to liposomes comprising phospholipids 
with a net negative charge; liposomes incorporating either 
PtdGro, Ptdlns or PtdSer bound approximately 50% of the 
total toxin and those including either dicetyl phosphate or 
curdiolipin, over 80% of the total toxin (Table 2). In contrast, 
much lower toxin binding was observed to liposomes made 
with the neutral phospholipids PtdCho and PtdEtn. At 
pH 7.2, however, less than 7% of the radiolabeled toxin was 
recovered in the liposome pellet regardless of the phospholipid 
composition. The binding of botulinum toxin to PtdCho/ 
PtdGro vesicles was found to be partially reversible in that 
45% of the toxin bound to the liposomes at pH 4.5 could 
be released when the pH was raised to 7.2. lodination of 
BoNT/A did not affect the pore-forming properties of the 
toxin. Neurotoxin iodinated with increased concentrations of 
iodine, resulting in approximately 4 mol iodine/mol toxin, still 
retained more than 90% of the channel-forming ability of the 
untreated controls. 

Whereas low levels of toxin binding to liposomes were 
associated with poor release of K + from the lipid vesicles, high 
levels of binding were not always accompanied by efficient K * 
release. Thus, although lipid vesicles prepared from either 
dicetyl phosphate or cardiolipin appeared to display the > 
highest affinity for the neurotoxin, toxin-associated release of 
K + from these vesicles was low compared to that from vesicles 
comprising cither PtdGro, PtdSer or Ptdlns. Similarly, 
compared to lipid vesicles containing the latter three 
phospholipids, the toxin-induced release of K + from soybean 
phospholipid vesicles was significantly lower even though all 
these liposome preparations bound comparable amounts of 
toxin (Table 2). 



DISCUSSION ! 

The molecular details of the events leading to internalisa- \ 
tion of botulinum toxin (or an active toxin fragment) into 
the cytoplasm of presynaptic nerve cells are only vaguely 
understood. Acceptor molecules present on the presynaptic 
nerve surface bind tightly to the molecules of neurotoxin 
which then cross the outer plasmalemma by an energy-do- , 
pendent process resembling receptor-mediated endocytosis j 
[5]. The mechanism by which the toxin penetrates the JipW 
bilayer, whether it be the membrane of the plasmalemma 
or an endosomal vesicle, however, is still unresolved. Lip$ 
bilayers in the form of liposomes provide a convenient model 
for studying these membrane-toxin interactions. In the preset 
study we show that a 50-kDa NH 2 -terminal fragment (H 2 ) °[ 
BoNT/A is able to form channels in unilamellar vesicles at \ 
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low pH which are large enough to allow the release of K f 
NAD + . Similar channel-forming activity was also ob- 
served with the intact neurotoxin, its heavy subunit and [I 2 L 
fragment. This properly of the neurotoxin appears to be 
confi ne( J to tne neav >' subunit since no channel-forming activi- 
ty was evident in purified samples of the neurotoxin light 
subunit. In addition, the similarity observed between the pore- 
forming activities of the heavy subunit and the H 2 L fragment 
suggests that Hi fragment of the neurotoxin has little or no 
channel-forming activity compared to the H 2 fragment. 

The pH optimum of 4.5 for membrane channel formation 
observed for type A neurotoxin is close to values obtained in 
similar studies with diphtheria toxin [7] and tetanus IK] and 
Botulinum type B neurotoxins [10]. Botulinum type C t 
neurotoxin, however, has recently been reported to form 
channels in planar lipid bilayers at a higher pH optimum of 
' 6.1 PJ. One explanation for the low pH requirement of type 
A neurotoxin for membrane channel formation is that as 
the pH is lowered a hydrophobic site is exposed on the H 2 
, component which facilitates membrane binding. Supportive 
of this proposal is the observation that radiolabeled 
I botulinum neurotoxin binds strongly to PtdCho/PtdGro 
\ vesicles only at low pH. The exposure of a hydrophobic re- 
= gion, induced by protein conformation changes at low pH, 
l has also been proposed to explain the pH-dependent insertion 
of diphtheria [1 5, 16] and tetanus toxin [8] into lipid bilayers. 
1 Whatever the mechanism of pore formation for BoNT/A, a 
pH gradient across the membrane does not appear to be 
required since reducing the intra-liposomal plj from 7,2 to 
) 4.5 did not affect the toxin-induced release of K + . 

Radiolabeled botulinum type A neurotoxin, at low pH, 
bound to a variety of liposomal phospholipids. High levels 
of toxin binding, however, were observed only to liposomes 
comprising phospholipids with an overall negative charge; 
1 liposomes consisting of electrically neutral lipids displayed 
a much weaker interaction with Lhe toxin. The binding of 
neurotoxin to lipid vesicle membranes was not always aecom- 
} panied by the formation of membrane channels. While the 
loxin bound strongly to lipid vesicles consisting of either 
soybean phospholipids, cardiolipin or dicetyl phosphate, the 
release of K f from these vesicles was significantly less than 
that observed from liposomes consisting of either PtdGro, 
Ptdlns or PtdSer which appeared to bind the toxin less 
strongly. These observations may indicate that toxin binding 
and channel formation are two distinct events in which case 
some phospholipids, while allowing the toxin molecule to 
bind, may inhibit the subsequent channel-forming stage. A 
•■ similar mechanism has been suggested for botulinum type C x 
neurotoxin for which it has been suggested that aggregates of 
toe toxin may be involved in channel formation [9]. 
, Alternatively, it could be argued that the neurotoxin is able 
to bind the lipid bilayer in several configurations, not all of 
w hich are conducive to the formation of a membrane channel. 
, Whether the toxin binds in a channel-forming configuration 
\ w not could, then, be influenced by the nature of the mem- 
: wane phospholipids. The lack of a positive correlation be- 
i tw cen toxin binding and pore formation suggests that a 
specific toxin conformation is required before membrane 
c jianaels can form and argues strongly against the possibility 
that the release of K + from liposomes is simply due to a uon- 
i &De cifk disruption of the integrity of the membrane surface 
^ the toxin binds. The inability of formalin-inactivated toxin 
P ° Please K' from liposomes and the reduced channel- 
\ l0r mmg activity of the H 2 fragment at pH 4.0 also support 



the view that there is a requirement for a specific toxin 
conformation to enable the formation of membrane pores. 

Whether or not the channel-forming activity observed for 
the H 2 fragment of BoNT/A plays a significant role in the 
neuroparalytic activity of the neurotoxin is uncertain. The 
ability to form membrane pores at low pH has been found to 
be a common characteristic of a number of bacterial toxins; 
in addition to the other botulinum neurotoxins so far studied 
(types B [10] and C, [9]), similar channel-forming activities 
have been demonstrated in fragments analogous to the H 2 
fragment of BoNT/A in both tetanus [8] and diphtheria [7] 
toxins. In the case of diphtheria toxin direct evidence has 
recently been obtained that illustrates the importance of a 
low extravesicular pH in the translocation of the enzymically 
active fragment A across lipid bilayers [17]. Using liposomes 
containing the toxin substrates NAD + and elongation 
factor 2, it was shown that only at low extravesicular pll and 
using intact diphtheria toxin could the enzymically active 
fragment A enter the liposomes and catalyse the ADP- 
ribosyklion reaction, it is tempting to speculate that a similar 
translocation mechanism could operate for botulinum toxin. 
If, as has been suggested [5], BoNT/A initially enters the nerve 
by a process similar to receptor-mediated endocytosis, then 
the acidic environment which develops in the endosome [1 8J 
should induce the toxin to insert itself in the lipid bilayer. 
Whether or not the toxin or a toxin fragment subsequently 
enters the cytosol has yet to be determined. Recent studies 
may favour the translocation of the whole toxin since intact 
BoNT/A intracellular^ injected into chromaffin cells strongly 
inhibits secretion 119]. Substantiation of such an internal- 
isation mechanism would imply that the heavy subunit of 
BoNT/A plays a role in at least two stages in the action of 
the neurotoxin: firstly, in the binding of the toxin to the 
presynaptic nerve surface, most probably by an active site 
region located on the H x fragment [11], and secondly, in 
the translocation of the toxin or a fragment into the cytosol 
mediated by the H 2 component. 

Clearly, in the light of the present findings and those with 
other bacterial toxins the interaction of botulinum neurotoxin 
with lipid bilayers at JowpH is worthy of continued investiga- 
tion. 

The authors thank Howard Tranter, Nigel Bailey, Roger Rhind- 
Tutt and Julia Medcraft for their assistance in completing this study. 
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The N-terminal half of the heavy chain of botulinum type 
A neurotoxin forms channels in planar phospholipid 

bilayers 
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The heavy chain of botulinum type A neurotoxin forms channels in planar phospholipid bilayer membranes. 
Channel activity is confined to the N-terminal half of this chain: the C-terminal half is inactive. Channel 
activity is stimulated by low pH (4.5-5.5) on the cis side (the side to which protein is added), neutral pH 
on the opposite (trans) side, and cis positive voltages. These findings arc strikingly similar to those previous- 
ly reported for analogous fragments of diphtheria and tetanus toxins. 

Neurotoxin fragment; pH-dcpendent channel; Voltage gating; Lipid bilayer; Diphtheria toxin; Tetanus toxin; 

( Clostridium botulinum) 



1. INTRODUCTION 

The botulinum neurotoxins, which number 
among the most potent toxins known, cause a flac- 
cid paralysis by blocking the release of 
acetylcholine from presynaptic cholinergic nerve 
terminals. The toxin is synthesized by the anaerobe 
Clostridium botulinum as a single polypeptide {M, 
~ 150000) which is split (termed nicking) into a 
heavy chain (M t -100000) and a light chain (M x 
-50000) by a protease endogenous to the bacteria 
or by mild trypsinization; the two chains are 
separated by reduction of the disulfide bond(s) 
which link(s) them (fig.l). The seven serologically 
distinct botulinum neurotoxin types recognized so 
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far have a similar structure (see [1] and [2] for a 
general review of botulinum toxin). Interestingly, 
tetanus and diphtheria toxin share the same 
general macrostructure with botulinum neurotoxin 
(1]- 

Although a clear picture of the mechanism by 
which the toxin gains entry to the cytosol has yet 
to emerge, there may be an analogy with 
diphtheria toxin which is believed to employ cell- 
surface receptor binding, receptor-mediated en- 
docytosis, and membrane translocation of its en- 
zymatic light chain into the cytosol from an acidic 
vesicle compartment [3,4]. The exact molecular 
mechanism by which transmitter release is disabled 
also remains a mystery, although type D 
botulinum toxin has recently been shown to ADP- 
ribosylate a membrane protein of M t -21000 in 
bovine adrenal gland homogenate, suggesting that 
the mechanism is enzymatic [5]. 

It has previously been demonstrated that the 
heavy chains of botulinum type B neurotoxin, 
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tetanus toxin and diphtheria toxin form large, 
voltage-dependent and pH-dependent ionic chan- 
nels in planar lipid bilayers [6]. The channel- 
forming properties of the ihrce toxins are 
remarkably alike, with channel activity maximal 
under the pH conditions which are likely to exist in 
an endocytic vesicle. This comparison makes com- 
pelling the suggestion that these pores formed by 
the heavy chain are involved in protein transloca- 
tion of the light chain, and a possible role as 'tun- 
nel proteins' has been suggested [6]. 

In this study wc report that the heavy chain of 
botulinum type A neurotoxin, like that of type B, 
makes voltage-dependent and pH-dependent ionic 
channels in planar lipid bilayers. We further show 
that channel-forming activity is confined to the N- 
terminal half of the heavy chain; the C-terminal 
half of the heavy chain is devoid of channel- 
forming activity. 

2. MATERIALS AND METHODS 

2.1. Neurotoxin and neurotoxin fragments 
preparation 

Botulinum type A neurotoxin was produced and 
purified as described [7], and its heavy and light 
chains were separated and purified chromatog- 
raphically [8]. To cut the heavy chain, the whole 
neurotoxin (M r - 145000) was digested with trypsin 
(EC 3.4.4.4) at a 10:1, w/w, ratio in 0.02 M 
Na2tfP04~NaH 2 P0 4 buffer, pH 6.0, for 90 min at 
30°C. The primary cleavage products were (i) light 
chain (A/ r -53000) linked to the N-terminal half of 
the heavy chain (M r -50000) by a disulfide bond 
(hence total M t -103000) and (ii) the C-terminal 
half (M r -47000) of the heavy chain; in fig. I the 
two halves of the heavy chain are marked as H 2 
and Hj. The two fragments (M r -103000 and 
-47000) were purified by ion-exchange 
chromatography. The light chain (L) was then 
separated from the N-tcrminal half of the heavy 
chain (H 2 ), and the two were purified by ion- 
exchange chromatography. The two halves of the 
heavy chain were partially sequenced for 
characterization [9]. Details of fragmentation, 
purification and amino acid sequence determina- 
tion will be published elsewhere (Sathyamoorthy, 
DasGupta, Niece and Foley, in preparation). The 
first 27 amino acid residues of the H 2 fragment (M T 
-50000) of the heavy chain [9] were identical to 



December 1937 

the N-terminal sequence of the intact heavy chain 
(M r -97000) [10]. This proved that (i) this frag-, 
ment is the N-terminal half of the heavy chain, and 
(ii) the other half (M r -47000), whose 12 amino 
acid residues were sequenced [9], is apparently the ' 
C-terminal half of the heavy chain (Hi fragment). '[ 

2.2. Membrane formation and measurements = 
Planar phospholipid bilayer membranes were ; 
formed at room temperature from the union of : 
two lipid monolayers across a hole (0. 1 to 0,2 mm ! 
diameter) in a Teflon partition [11] that had been | 
pretreated with squalene; the partition separated 
two 1 ml compartments of a Teflon chamber con- 
taining buffered salt solutions, which were stirred j 
independently by magnetic fleas. Monolayers were 
spread from l°7o lipid solutions in hcxanc, and the 
solvent was allowed to evaporate before membrane 
formation. The lipid solutions consisted of either 
diphytanoylphosphatidylcholinc (DPhPC) or a • 
mixture of plant phosphatidyiethanolarnine (PE), ! 
plant phosphatidylcholine (PC), and bovine ! 
phosphatidylscrine (PS) in the ratio PE/PC/PS of! 
2:2:1; all lipids were obtained from Avanti Polar 
Lipids, Birmingham, AL. The salt solutions con- 
tained I M KC1, 5 mM CaCl 2 and 0.1 mM EDTA. 
The cis solution (the one to which the toxin frag- j 
ment was added) was buffered either at pH 4.7 ' 
with 5 mM dimethylglutaric acid (DMG) or at pH \ 
5.5 with 5 mM 2-GV-morpholino)ethanesulfonic 
acid (Mes). The trans solution was buffered either 
at pH 7.4 with 5 mM Hepcs or with the same buf- 
fer as in the cis solution. In the latter case, the pH i 
of the trans solution was sometimes raised during 
the course of an experiment by stirring into it small 
aliquots of concentrated Hcpes solution. After 
membrane formation, neurotoxin fragments were j 
added from stock aqueous solutions to the cis com- 
partment, to final concentrations of 0.1-1 ^g/ml. 

BOTULINUM TOXIN AND FRAGMENTS 

LIGHT HEAVY \ 

H 2 N> I 0 ' iCOOM 



L M ? H, 

1 1 1 1 

O SO 100 150 

Fig.l. Botulinum neurotoxin and fragments. The scale is 
in units of kDa. 
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Fig.2. (a) Effect of raising trans pH on rates of channel opening and closing. Current traces are shown at different 
applied voltages. In the absence of toxin fragment, membrane current (and conductance) is virtually zero. Upon 
addition of -1 of H 2 fragment to the cis compartment (volume 0.8 mi), the rate of channel opening (or closing) is 
seen as an increase (or decrease) in current with time. Rates of channel opening and closing at symmetric low pH (4.7) 
are compared to rates after raising the trans pH to 6.7. The rapid (5-10 s) increase in current (in the negative direction) 
seen immediately after raising the trans pH (see second arrow) is probably due to an increase in single-channel 
conductance. Further, the rate of channel opening at + 50 mV is increased by more than 50-fold over that before the 
elevation of the trans pH (note change in current scale). Solutions: 1 M KCI, 5 mM CaCI 2 , 0.1 mM EDTA, in 5 mM 
DMG buffer, pH 4.7. trans pH was raised by addition of Hcpes buffer. Lipid: PE/PC/PS (2:2:1 ratio). Voltage: All 
voltages refer to those of the cis side with respect to the trans side, which is defined as zero, (b) Effect of positive voltage 
°n rate of channel opening. 10 min prior to the start of the record, H 2 fragment was added to the cis compartment 
£ o a concentration of ~0.2/<g/ml. Solutions: cis, 100 mM KCI, 5 mM Mes, pH 5.5; trans, 100 mM KCI, 5 mM Hepes, 

pH 7.4. Lipid: DPhPC. 
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Stock solutions of fragments were stored at 4°C at 
concentrations of -150/<g/ml. Protein concentra- 
tions were estimations based on absorbance at 
278 nm or intensity of Coomassie blue stained 
bands in polyacrylamide gels. Electrical 
measurements were made under voltage-clamp 
conditions using a single pair of Ag/AgCl elec- 
trodes, contacting the solutions via 3 M KC\ agar 
bridges; current was monitored on a Narco 
physiograph chart recorder. The conductance (G) 
at any lime is obtained from the relation G = UV % 
where V is the voltage at which the membrane is 
clamped and / is the resulting current. The trans 
compartment was held at virtual ground; all 
voltages, therefore, refer to those of the cis com- 
partment. 



3. RESULTS 

Several fragments of botulinum type A 
neurotoxin were examined for possible channel- 
forming activity: (j) the entire heavy chain; (ii) the 
N-terminal half of the heavy chain (H 2 fragment); 
(iii) the N-terminal half of the heavy chain linked 
via a disulfide bond to the light chain (H 2 -L frag- 
ment); and (iv) the C-terminal half of the heavy 
chain (H t fragment) (see fig.l). The first three of 
these fragments listed were fairly similar in their 
channel-forming activity; differences which were 
evident include noise/fluctuation levels and poten- 
cies. In particular, experimental records with the 
heavy chain and the H 2 -L fragment exhibited much 
more noise than those of the H 2 fragment. In addi- 
tion, these fragments had to be present in 
-5-10-fold higher concentrations than the H 2 
fragment to achieve comparable conductances. 
When the C-terminal half of the heavy chain was 
examined under conditions which yielded maximal 
activity for the other fragments, no channel- 
forming activity was observed even when present 
at -50-fold higher concentrations. 

Addition of the H 2 fragment to one side of a 
planar lipid bilayer separating salt solutions at 
symmetric low pH (cis, 4.7; trans, 4.7) and subse- 
quent clamping of the membrane potential to 
positive voltages results in steady rates of channel 
turn-on. (A typical record is shown in fig. 2.) If the 
membrane is initially held at large negative poten- 
tials (< - 50 mV), little or no activity is seen. Rais- 



ing the trans pH causes a dramatic (> 100-fold) 
increase in the rate of channel turn-on. This effect 
is apparent when one compares the rate of current 
increase at + 50 mV at symmetric low pH to the 
rate after the trans pH has been raised to 6.7 
(fig. 2a, note the change in current scales). A 
second effect of raising the trans pH is a rapid 
(within stirring time) 3-5-fold increase in the 
steady-state conductance (fig. 2a, second arrow), 
This is most likely due to an increase in the conduc- 
tance of the single channels which comprise the 
macroscopic conductance, rather than an increase 
in the actual number of open channels. Consistent 
with this is a comparable rapid fall in conductance 
seen upon lowering of the trans pH from -7.0 to 
-5.0, presumably the result of a decrease in the 
single-channel size. No activity is exhibited by any ' 
of the active fragments when added to one side of 
a membrane separating solutions at symmetric 
neutral pH (or higher). If the cis pH is subsequent- 
ly lowered to <5.5, however, full activity appears. 

The effects of negative potentials on the channel 
kinetics are somewhat complicated (fig. 2a). At 
symmetric low pH, large negative voltages 
(< - 50 mV) result in a fast (2-5 s) phase of turn- j 
off, followed by a much slower turn-off phase. \ 
This effect is also seen after the trans pH has been J 
raised, but only initially; after -1 min, potentials ; 
of -60 mV result in a turning-on of channels. It ; 
is likely that multiple open and closed states exist j 
and that raising the trans pH drives channels into 5 
deeper open states. In addition to the gating of ! 
these channels by pH, there is also an effect of ! 
voltage on the rate of channel turn-on, with in- 
creasing positive voltages resulting in higher rates 
of turn-on (fig.2a,b). 

4. DISCUSSION 

It has previously been shown that botulinum y. 
neurotoxin types A, B, C,, D and E [12,13].^ 
diphtheria toxin [14], and tetanus toxin [6,15] aO |j 
form pH-dependent and voltage-dependent chan- 1 1 
nels in planar lipid bilayer membranes. Further- .! 
more, this channel-forming activity was found to > 
be confined to the heavy chains of diphtheria tox- 
in, tetanus toxin and botulinum type B neurotoxin 
[6,15,16]. In the present study, we have extended | 
this finding to the heavy chain of botulinum tyftff! 
A neurotoxin. Moreover, we have shown that the 
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channel-forming domain of the heavy chain is 
restricted to its N-terminal half (the H 2 fragment); 
the C-terminal half does not possess channel- 
forming activity. (Although our sample of the light 
chain was too dilute to adequately test for channel- 
forming activity, it is known from previous work 
[6] that the light, chain of botulinum type B 
neurotoxin does not form channels.) This is 
precisely what was found earlier for diphtheria 
toxin and tetanus toxin [6,15], thereby strengthen- 
ing the analogy among these three toxins. 

Several striking similarities among the channel- 
forming properties of the botulinum, tetanus and 
diphtheria toxins are worthy of mention: (i) com- 
parable fragments (the N-terminal half of the 
heavy chain) form channels; (ii) the channels 
manifest a similar voltage dependence, particularly 
the increase in channel activity with cis positive 
voltages; (hi) there is a requirement of low cis pH 
in channel formation; (iv) channel activity in- 
creases upon elevation of the trans pH; and (v) the 
single-channel conductance increases with the 
elevation of trans pH. With regard to this last 
point, although we have not yet investigated 
botulinum type A neurotoxin at the single-channel 
level, effects of pH on macroscopic records (see 
fig. 2a) are consistent with those seen previously 
with botulinum type B neurotoxin (and with 
diphtheria toxin and tetanus toxin as well) [6,13]. 

A question which remains unanswered is the 
possible connection between channel formation by 
the heavy chain and protein translocation of the 
light chain. In addressing the general question of 
protein translocation one seeks to find the means 
by which nature solves the problem of overcoming 
the significant energy barrier which polar, 
hydrophilic regions must overcome in their 
journey across the low dielectric medium of the 
plasma (or vesicle) membrane. In the light of this, 
and the similarity of conditions required for chan- 
nel formation in bilayers and intoxication in cells, 
it has been suggested that the aqueous pores form- 
ed by the heavy chains of these toxins may accom- 
modate the passage of the light chains in an 
unfolded conformation [6,16]. 

The genes for both tetanus toxin [17] and 
diphtheria toxin [18,19] have been cloned and se- 
quenced and the primary structures of these toxin 
proteins thereby deduced. In recent years, the use 
°f molecular cloning techniques in the study of 



ionic channels has provided a unique probe into 
the molecular mechanisms which underlie channel- 
forming activity. Wc hope to eventually bring this 
technique to bear on the channels formed by the 
botulinum neurotoxins. 
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The lectin from the seeds of Erythrina cristagalli has been isolated in high yield (75 %) and homogeneous 
form by affinity chromatography on a column of D-galactose-derivatised Sepharose. It is a glycoprotein with a 
molecular weight of 56800 ± 900 and s 2 o.w = 3.9 S, composed of two subunits (apparent molecular weights 
of 28000 and 26000 respectively) both of which are glycosylated. The total carbohydrate content is 4.5% and 
it is comprised of mannose, //-acetylglucosamine, fucose and xylose in amounts corresponding to 7, 4, 2 and 
2 mol/56 800 Da respectively. The amino acid composition of the lectin is characterised by a high content of 
acidic and hydroxy amino acids, low content of methionine and absence of cysteine. Valine is the only N-terminal 
amino acid detected. The lectin is a metalloprotein in that it contains 0.093% Mn and 0.13% Ca (1 mol and 
1.9 mol/56 800 Da respectively), both of which are tightly bound to the protein. 

E. cristagalli lectin agglutinates untreated human erythrocytes of all blood types, as well as rabbit erythro- 
cytes, at a concentration of 5-10ug/ml. It is mitogenic for human peripheral blood T lymphocytes at an 
optimal concentration of about 100 ug/ml, but is not mitogenic for mouse thymocytes or splenocytes. 

D-Galactose and various D-galactosides inhibit the hemagglutinating activity of the lectin. A^Acetyllactosamine 
is most potent, completely inhibiting four agglutinating units of the lectin at 0.4 mM concentration. Lactose, 
Af-acetyl-D-galactosamine and D-galactose are 5, 16 and 35 times less active respectively. Lactose specifically 
perturbs the ultraviolet spectrum of the lectin in the aromatic region. The difference spectrum obtained upon 
binding of the disaccharide to the lectin shows maxima at 291 nm and 282 — 284 nm, indicating a change in 
the environment of tryptophan residues of the protein upon binding of sugar. 



During the last decade there has been a remarkable in- 
crease of interest in lectins. Close to 100 lectins have been 
purified and characterised, and some of them were found to 
possess unusual structural features (for recent reviews see 
[1,2]). The sugar specificity of many lectins, and their inter- 
actions with different cells, have been investigated. As a result 
of these studies it became clear that lectins with identical 
specificity with respect to monosaccharides differ in their 
interactions with oligosaccharide moieties of glycoconjugates, 
and therefore also with cells. For example, of all known 
galactose^specific lectins, only peanut agglutinin distinguishes 
between mature and immature human and murine thymo- 
cytes, while among iV-acetylgalactosamine-specific lectins only 
soybean agglutinin interacts selectively with murine B spleno- 
cytes and not with T cells [3]. It is therefore important to 
isolate as many lectins as possible and to study their sugar 
specificity in detail. 

In this paper we describe the isolation of a galactose/ 
A^-acetylgalactosamine-specific lectin from the seeds of Ery- 
thrina cristagalli by affinity chromatography on galactose- 
derivatised {Sepharose. The lectin has been studied with 
respect to its structure, composition, biological activities and 
sugar specificity. Its properties are compared with those of 
the recently purified lectins from Erythrina indica [4] and 
Erythrina corallodendrum [5]. 



1 AH sugars were of the reconfiguration unless otherwise stated. 



MATERIALS AND METHODS 
Materials 

Divinylsulphone was a product of Poly science (Warring- 
ton, PA), Sepharose 6B was from Pharmacia (Uppsala) and 
concanavalin A — Sepharose was from Miles- Yeda (Rehovot). 
Neuraminidase from Vibrio cholerae (1 U/ml) was purchased 
from Behringwerke (Marburg) : 1 unit is defined as the amount 
of enzyme that liberates 1 umol sialic acid from human oti 
acid glycoprotein in 1 min at 37 °C and pH 5.5. Trypsin 
(2 x crystallised), human transferrin and bovine serum albu- 
min were from Sigma (St Louis), ovalbumin and lysozyme 
from Worthington (New Jersey), and fetuin from Gibco 
(Grand Island, NY). tf-Acetyllactosamine was a synthetic 
product [6] kindly supplied by Dr A. Veyrieres (Universale 
de Paris-Sud). All other sugars were commercial products of 
highest purity available and all other reagents were of ana- 
lytical grade. Soybean agglutinin was prepared as described 
[7] except that acid-treated Sepharose [8] was used as ad- 
sorbent for affinity chromatography. Erythrina cristagalli 
seeds were collected by one of us (J. L. I.) in Uruguay. Slightly 
outdated human blood was obtained from Kaplan Hospital, 
Rehovot, and rabbit, sheep and mouse blood was drawn 
from animals supplied by the Animal Breeding Centre at the. 
Weizmann Institute. Asialofetuin was prepared by hydrolysis 
of fetuin (20 mg/ml, 0.1 M HC1, 80°C for 1 h) and^dialysis 
of the hydrolysate against phosphate-buffered saline, rifWaU 
(0.05 M potassium/sodium phosphate buffer, pH 7.2, in 0:9 / 0 



248 

NaCl). To obtain neuraminidase-treated cells a 20% suspen- 
sion of erythrocytes, in Pj/NaCI was treated with 5 mU 
enzyme/ml for 1 h at 37 °C and the cells washed three or 
four times in Pi/NaCl. Trypsinization of erythrocytes was 
carried out on a 4% cell suspension in Pj/NaCl using 100 ug 
enzyme/ml, and the cells were washed as above. 



Preparation of Affinity Column 

Galactose-derivatised Sepharose 6B was prepared by the 
divinylsulphone method of Porath and Ersson [9]. Packed 
Sepharose 6B (lOOg wet weight) was suspended in 100ml 0.5 M 
sodium carbonate buffer, pH 11, and 10 ml divinylsulphone 
was added. The suspension was kept at room temperature for 
70 min with slow stirring and the activated gel was thoroughly 
washed on a glass filter with distilled water. It was then 
suspended in 100 ml of a 10% solution (w/v) of galactose in 
the carbonate buffer and left overnight in the cold room 
(4-6°Q. The resulting product was washed on a glass filter 
with 1 1 carbonate buffer followed by 2 I water and suspended 
in Pi/NaCL 



Protein Estimation 

The method of Lowry et al. [10] was routinely used with 
bovine serum albumin as standard. For the purified lectin, 
concentration was estimated from absorption measurements 
at 280 nm, using the factor A\^ m = 12.4. This value was ob- 
tained by determining the protein concentration by the 
method of Lowry etal. [10] of a solution of purified lyo- 
philised lectin of known absorbance. 

Carbohydrate Determinations 

Total neutral carbohydrate content was determined by 
the phenol/sulphuric acid method [11] using mannose as 
reference sugar. Individual monosaccharides were determined 
by gas chromatography as trimethylsilyl derivatives after 
methanolysis of the lectin in the presence of mannitol as 
internal standard. A column of 3 % SE-30 in the temperature 
range 140- 200 °C at 0.5°/min was used [12]. 

Amino Acid Analysis 

Amino acid composition was determined on a Dionex 
D500 amino acid analyser. Hydrolysis was in sealed tubes 
under nitrogen at 110°C with 6 M HC1 for 22 h, 48 h and 
72 h. Values for serine and threonine were obtained by extra- 
polation to zero-time hydrolysis and the maximal values 
were taken for the remaining amino acids. Methionine and 
cysteine were determined as methionine sulphone and cysteic 
acid, respectively, after oxidation of the protein with per- 
formic acid [13]. For estimation of tryptophan, hydrolysis 
was carried out in 4 M methanesulphonic acid [14]. N-ter- 
minal amino acids were determined by Ed man degradation 
on a Beckman model C sequencer with quadfol [N,N 9 N\N r - 
tetrakis(2-hydroxypropyl)ethylenediamine] buffer. Identifica- 
tion of amino acid phenyl thiohydantoins was done by high- 
performance liquid chromatography on a Zorbax 5-um 
(Dupont) column. 

Metal Content 

Analysis of metals was done by atomic absorption on a 
Perkin-Elmer 306 Spectrophotometer. Salt solutions were pre- 



column of Che lex 100 (Bio-Rad). The lectin solution^ 
tor metal determination was dialysed at 4°C with f 
changes of each external solution against (a) metal-free n 
(b) 0.1 M EDTA followed by melal-free saline, or (c) ^i 
acetic acid followed by metal-free saline. Any prec/niL, 
that formed during dialysis was removed by centrifugation 

Gel Electrophoresis 

Discontinuous polyacrylamidegel electrophoresis at dH 8 Q 
was performed according to Davis [15]. Electrophoresis i„ 
the^ presence of sodium dodecylsulphate was carried out on 
JO /o gels in the discontinuous buffer system of Laemmli [161 
For the determination of the apparent molecular weight of 
™ S ^ bunitS the geIs were calibrated with transferrin ( to 
76000), bovine serum albumin (M r 68000), ovalbumin tu 
7?/°Ph^ yhean a ^ lutini n (subunit M T 30000) and lysozyml 
14000). The gels were stained for protein with Coomassl 
brilliant blue R 250 and for carbohydrates with the periodate/ 
Schiff reagent [17]. te/ 

Ultracentrifugal Studies 

The sedimentation coefficient was determined in a Spinco 
model E analytical centrifuge at 52000 rev./min and 20 °C 
using a 0.57 mg/ml solution of the lectin in Pi/NaCl The 
molecular weight was calculated from sedimentation equili- 
brium data according to Yphantis [18], obtained at 17000 
rev./min and a protein concentration of 0.35 mg/ml The 
partial specific volume was calculated [19, 20] from the amino 
acid and sugar composition as 0.724 ml/g. 

Affinity Chromatography on Concanavalin-A — Sepharose 
Purified E. cristagalli lectin (5 mg dissolved in 1 ml 
NaCl) was applied to a column (1 x 4 cm) of concanavalin-A- 
Sepharose, and left in contact with the adsorbent for 15 min 
at 4°C. The column was then washed with 10 ml Pi/NaCI 
and the adsorbed lectin eluted with 0.2 M methyl a-man- 
noside. glution was followed by monitoring the absorbance 
of the effluent at 280 nm. 

Hemagglutinating Activity 

The hemagglutinating activity of the lectin was assayed 
by the serial dilution method on microtiter plates, using 50 ul 
lectin solution and 50 ul of a 4% suspension of erythrocytes. 
A unit of activity is defined as the lowest concentration of 
lectin giving visible agglutination. The inhibitory activity of 
sugars was measured by mixing serial dilutions of the inhibitor 
with four hemagglutinating units of the lectin before addition 
of erythrocytes and determining the lowest concentration 
giving full inhibition of agglutination. 



Mitogenic Activity 

Human lymphocytes were isolated from freshly drawn 
peripheral blood by centrifugation on Ficoll-Hypaque [21]- 
T cells were separated from B cells by rosetting out with 
sheep erythrocytes [22]. Preparation of mouse thymocytes 
and splenocytes, treatment of the cells with neuraminidase, 
culture conditions and measurement of the stimulation of 
DNA synthesis, were carried out as previously described [23]. 



fable 1- Purification ofE. cristagalli lectin 
The crude extract was obtained from 100 g defatted meal 



Step 



Crude extract 

(NROzSO* precipitation 
0-30% fraction 
30 - 60% fraction 
60- 100% fraction 

Affinity chromatography 



Volume 


Total 




Total 

aclivitv 




Purifica' 
tion 


ml 


mg 


units/mg 


units 


% 


-fold 


800 


19000 


3 


51200 


100 


I 


200 


2200 


0.7 


1540 


3 




200 


4620 


9 


41 S80 


82 


3 


330 


5280 


0.5 


2640 


5 




150 


180 


210 


37800 


74 


70 



Purification of E. cristagalli Lectin 

Unless otherwise stated, all operations were carried out 
in the cold room. Finely ground seeds were defatted by ex- 
traction with petroleum ether and air dried at room temper- 
ature. The defatted meal (30 g) was extracted with 300 ml 
Pi/NaCl for 1 h with stirring, the extract was filtered through 
cheese-cloth and clarified in a Sorvall centrifuge at 13000 rev./ 
min for 10 min. Ammonium sulphate (17.6 g/100 ml) was 
added to the supernatant with stirring, and the precipitate was 
removed by centrifugation as above; more ammonium sul- 
phate (19.8 g/100 ml) was added and the mixture kept over- 
night. The precipitate was collected by centrifugation, sus- 
pended in distilled water (80—90 ml) and dialysed extensively, 
first against distilled water (2x5 1) and finally against Pi/ 
NaCL Any precipitate that formed during dialysis was re- 
moved by centrifugation and the clear supernatant was 
applied to a column (2x15 cm) of galactose-derivatised 
Sepharose, equilibrated with Pi/NaCl. The column was 
washed with the same buffer, until the absorbance at 280 nm 
of the effluent was < 0.05 and the bound lectin was eluted 
with 0.2 M galactose. Elution was followed by monitoring 
the absorbance at 280 nm; the fractions containing protein 
were collected, dialysed extensively against distilled water 
and lyophilised. 

RESULTS AND DISCUSSION 

The presence of hemagglutinating activity in extracts from 
seeds of different species of Erythrina has been known for a 
long time [24], but only recently have two of the lectins, 
namely from Erythrina indica [4] and from Erythrina corallo- 
dendrum [5] been purified and characterized. 

The Erythrina cristagalli lectin described in this paper is 
eluted from a column of Sepharose-bound galactose as a 
sharp peak (Fig. 1); neither Sepharose alone, nor acid-treated 
Sepharose [8] could be used as affinity support, since the 
lectin did not bind at all to the former and only weakly to 
the latter. About 50 mg lectin (yield 75%) is obtained from 
30 g defatted meal, with a specific hemagglutinating activity 
of approximately 200 units/mg when determined with un- 
treated human O-type erythrocytes. The purification proce- 
dure is summarised in Table 1. As can be seen, the lectin 
comprises about 1.2% of the soluble proteins of the seeds. 

The purified lectin is homogenous by polyacrylamide gel 
electrophoresis at pH 8.9. It gives a single symmetrical peak 
m sedimentation velocity and equilibrium experiments, with 
= 3.9 S and M t of 56800. Upon polyacrylamide gel 
electrophoresis in the presence of sodium dodecylsulphate, 
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Fig. 1. Affinity chromatography of E. cristagalli lectin on a column of 
galactose-derivatised Sepharose 6B. The dialysed ammonium sulphate 
precipitate obtained from 30 g defatted meal was applied to a 2 x 15-cm 
column equilibrated with Pi/NaCL Elution was with 0.6 M galactose. 
(O O) ^2so ; (• •) hemagglutinating activity (units/ml) 

two closely migrating bands are obtained, with apparent 
molecular weights of 28000 and 26000 respectively (Fig. 2). 
These values are very close to those reported for the E . indica 
lectin (J20.W ~ 4.0 S, molecular weight 66200, and two sub- 
units with molecular weights of 34000 and 30000 [4]). In 
contrast, the lectin from E, corrallodendrum has a molecular 
weight of 110000-120000 [5]. 

The two bands obtained by polyacrylamide gel electro- 
phoresis of the E. cristagalli lectin stained for protein as well 
as for carbohydrate, indicating that the lectin is composed 
of two subunits and that both are glycosylated. Homogeneity, 
as well as the glycoprotein nature of the lectin, was confirmed 
by chromatography on concanavalin A— Sepharose. The lectin 
is quantitatively adsorbed to the column and more than 80 % 
of the adsorbed protein is eluted as a sharp peak with 0.2 M 
methyl a-mannoside (Fig. 3). The combined fractions of the 
peak contain essentially the total hemagglutinating activity 
applied to the column. The neutral carbohydrate content of 
the lectin, as determined by the phenol/sulphuric acid method, 
is 2.8 %. Based on gas chromatography analysis (Table 2), 
the lectin contains mannose, N-acetylglucosamine, fucose and 
xylose in a molar ratio of 3.5 : 2 : 1 : 1, in amounts correspond- 
ing to 7, 4, 2 and 2mol/56800Da respectively; the total 
carbohydrate content was calculated to be 4.5%. A strikingly 
similar carbohydrate composition has been reported for 
bromelain, the proteolytic enzyme from pineapple stem [25]. 
It seems likely that, in analogy to other glycoproteins [26,27], 
the carbohydrate is linked to the protein via GlcNAc-GlcNAc- 
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Table 2. Carbohydrate composition o/E. cristagalli lectin 

The monosaccharides were determined by gas chromatography as tri„ 

mcthylsilyl derivatives. The value for A^-acety 1 gl ucosa m i ne is based oq 

the glucosamine content. Results are based on a molecular weight of 

56800 



M onosaccharide 



Composition 



Fucose 
Xylose 
Mannose 

^-Acetylglucosamine 



mol/mo! 

1.9 
2.0 
7.1 
3.8 




UkDa 



Fig. 2. Polyacrytamide gel electrophoresis (10%) of purified E. cristagalH 
lectin. Tracks A— D: in the presence of sodium dodecylsulphate; track E: 
pH 8.9 without sodium dodecylsulphate. Tracks C and D were stained 
for carbohydrates with the periodate/SchifT reagent. The markers used 
(tracks A and Q were transferrin (A/ r 76000); bovine serum albumin 
(A/,68000); ovalbumin (AT, 46000), soybean agglutinin (subunit U r 
30000) ; lysozyme (M r 14000) 
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Table 3. Amino acid composition o/E. cristagalli lectin 

Results are based on a molecular weight of 56 800 with 4.5 % carbohydrate 



number 

Fig. 3. Affinity chromatography of purified E. cristagalli lectin on a column 
of concanavaiin-A-Sepharose. 5 mg lectin in 1 ml Pi/NaCl was applied 
to a lx4-cm column. Elution was with 0.2 M methyl a-mannoside 
(a MM). (O O) >1mo; (• •) hemagglutinating activity (units/ml) 



Asn. Therefore, there is probably one carbohydrate chain 
per subunit, in which the mannose residues are attached to 
the distal JV-acetylglucosamine in a branched structure. 

The amino acid composition of E. cristagalli lectin is 
shown in Table 3. In common with many lectins, it is devoid 
of cysteine and has a low content of methionine, but is rich 
in acidic and hydroxy amino acids. Valine is the only N- 
terminal amino acid detected. The lectin contains 0.093 % Mn 
(1 moi/56800Da) and 0.13% Ca (1.9 mol/56800 Da). Ex- 
haustive dialysis against 0.1 M EDTA or 1 M acetic acid 
does not decrease the metal content and hemagglutinating 
activity of the preparation, although the latter treatment has 
been shown to lead to the demetallization and loss of biological 
activity of many lectins [28,29]. When hemagglutination is 
carried out in the presence of EDTA at a final concentration 
of 0.05 M, no effect on the agglutinating activity of the lectin 
is observed. With thegalactose/W-acetylgalactosamine-specific 



Amino acid 



Composition 





residues/mol 


mol/100 mol 


Asp 


62 


11.5 


Thr 


43 


8.0 


Scr 


47 


8.9 


Glu 


55 


10.2 


Pro 


39 


7.2 


Gly 


39 


7.2 


Ala 


40 


7.4 


Half-Cys 


0 


0 


Val 


42 


7.8 


Met 


6 


1.1 


lie 


30 


5.6 


Leu 


37 


6.9 


Tyr 


20 


3.7 


Phe 


28 


5.2 


His 


8 


1.5 


Lys 


20 


3.7 


Arg 


11 


2.0 


Trp 


11 


2.0 



Table 4. Aggl^inathnoferyihrocyusfromyarlous species by E. cristagalli 
lectin 

Origin of erythrocytes 7 ? MWraa1 hemagglutinating dose 



untreated trypsinised neuraminidase- 
treated 



Mg/ml 



Human A type 
Human B type 
Human O type 
Rabbit 
Mouse 
Sheep 



10 
10 
3 

10 



0.6 
0.16 



1.2 
n.d. 
30 

4 



* No agglutination at 1 mg l«<4ia/ml. 
n.d. — not determined, ^^r^si*;?V 

lectin from Sophoraja&0m 

low as 0.23 mM completely ta^^^ doses 
of the lectin [30]. From the above -mulli^^ippnclusion can 
be drawn conc^min^ttoHmpdM 

biological activity of the £ crtitattlttte^^WP** 1 ?* now * 
ever, that they arc tightly bound to tto protej^f ; 
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500 1000 
Lectin (ug/ml) 

Fig- 4 - Myogenic stimulation of human peripheral blood lymphocytes by 
purified E. cristagalli lectin. Cells (2x 10 5 ) were cultured for 48 h with 
0.2 ml RPMI 1640 in the presence of varying amounts of lectin. [ 3 H]- 
Thymidine was added 6 h before harvesting 



Table 5. Mitogenic activity of E. cristagalli lectin tested with human 
peripheral blood T and B lymphocytes 

Assay conditions as described in legend to Fig. 4. Results are expressed 
as the stimulation index, i.e. ratio of thymidine incorporated in the 
presence and absence of lectin 



Lymphocytes 


Stimulation index with the following concn 
(ug/ml) lectin in assay 


25 


50 


100 


250 


500 1000 


Total peripheral blood 


13 


41 


29 


6 


2 2 


T cells 


20 


67 


52 


10 


3 2 


B cells 


4 


6 


9 


3 


3 1 



The lectin agglutinates untreated human erythrocytes of 
all blood types (with a slight preference for O-type cells), as 
well as rabbit erythrocytes, at a concentration of 5 — 10 ug/ml 
(Table 4). With trypsinised cells about 20-fold lower concen- 
trations of the lectin are required to cause agglutination. 
Treatment of human erythrocytes with neuraminidase de- 
creases the minimal agglutinating concentration of the lectin 
by a factor of four. On the other hand, this enzyme has a 
very strong effect on the susceptibility to agglutination of 
sheep and mouse erythrocytes: microgram quantities of the 
lectin are sufficient to agglutinate neuraminidase-treated cells 
from both animals, while untreated and trypsinised cells are 
not agglutinated even at 1 mg lectin/mL 

The lectin is mitogenic for untreated (Fig. 4) and de- 
sialylated (results not shown) human peripheral blood lympho- 
cytes, at an optimal concentration of about 100 ug/ml for 
both types of cell. As can be seen from Table 5, the mitogenic 
activity is directed specifically towards T lymphocytes. The 
lectin, however, does not stimulate untreated or neuramini- 
dase-treated mouse thymocytes or splenocytes. No informa- 
tion on the mitogenic activity of the E. indica lectin is available, 
but the E. corallodendrum lectin is active only with neuramini- 
dase-treated cells. 

Of the various carbohydrates tested for inhibition of 
hemagglutination by E. cristagalli lectin, glucose, W-acetyl- 
glucosamine, mannose, methyl oc-mannoside, xylose, L-fucose, 
L-arabinose and L-rhamnose have no effect up to a concen- 



Table 6. Inhibition by various sugars of the hemagglut mating activity of 
E. cristagalli lectin with human O erythrocytes 

Other sugars tested, i.e. glucose, Af-acetylglucosamme, mannose, methyl 
oc-mannoside, xylose, L-fucose, L-arabinose and L-rhamnose were non- 
inhibitory at concentrations of 0.1 M. The minimal inhibitory concen- 
trations is that required to inhibit completely 4 units of the lectin. The 
values given are the average of four determinations, starting with different 
concentrations of the inhibitors. The results are accurate within ± 30 % 



Inhibitor 



Minimal inhibitory 
concentration 





mM 


Af-AcetyUactosamine 


0.4 


Lactose 


2.0 


p-Nitrophenyl /?-galactoside 


2.0 


p-Nitrophenyl oc-galactoside 


4.0 


^Acetylgalactosamine 


6.5 


Methyl a-galactoside 


4.8 


Methyl l-galactoside 


13.5 


Galactose 


13.5 


D-Fucose 


18.0 


Raffinose 


7.2 


Galactosamine 


20.0 




mg/ml 


Asialofetuin 


1.56 



tration of 0.1 M, whereas galactose and all saccharides con- 
taining this sugar at the non-reducing end, exhibit various 
degrees of inhibitory activity (Table 6). W-Acetyllactosamine 
[Gal-/?(l-4)GlcNAc] is most potent, completely inhibiting four 
units of the lectin at 0.4 mM concentration. Lactose and 
galactose are 5 and 35 times less active respectively. The 
inhibitory activity of ^-acetylgalactosamine is between that 
of lactose and that of galactose. The inhibition studies thus 
show that the E. cristagalli lectin recognises the configura- 
tion at the C-4 of the galactopyranoside ring. Replacement 
of the hydroxyl group at C-2 with an acetamido group in- 
creases the inhibitory activity of the sugar; the presence of 
an amino group greatly decreases this activity. A hydroxy- 
methyl (or methyl) group at C-5 is also important, since 
L-arabinose is not an inhibitor. The fact that iV-acetyl- 
lactosamine is the best inhibitor and that this disaccharide 
is five times more active than lactose, strongly suggests that 
the lectin possesses an extended binding site and that the 
2-acetamido group on the penultimate sugar is important for 
recognition by the lectin. 

Although the lectin possesses an extended binding site, 
galactosides are only slightly better inhibitors than is free 
galactose. The p-nitrophenyl derivatives are not significantly 
different from methyl galactosides. However, while methyl 
a-galactoside is a stronger inhibitor than its fi anomer, with 
/i-nitrophenyl derivatives the fi anomer is more potent than 
the a anomer. Similar behaviour has been found with other 
galactose/iV-acetylgalactosamine-specific lectins, e.g. that from 
S. japonica [30], Wistaria Jloribunda [31], and Psophocarpus 
tetragonolobus [32]. 

Lactose perturbs the ultraviolet spectrum of the lectin in 
the aromatic region (Fig. 5). The effect is specific, since no 
change in the spectrum is obtained upon treatment of the 
lectin with glucose. The difference spectrum obtained upon 
binding of the disaccharide shows maxima at 291 nm and 
282— 284 nm, indicating a change in the environment of 
tryptophan residues upon sugar binding [33]. 
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Fig. 5. Ultraviolet spectrum of E.cristagalU lectin (0.4 mgjml) in the 

presence of 25 mM lactose ( ) and in its absence ~( ). Inset: 

difference spectrum 



A comparison of the sugar specificities of the known 
Erythrina lectins reveals many, similarities, in particular be- 
tween those of E. corallodendrum and E. cristagalli lectins. 
The lectin from E. indica differs from the two other lectins 
only in that ^-acetylgalactosamine appears to be four times 
more efficient an inhibitor than lactose. 
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The cDNA of the Erythrina corallodendroh lectin (ECorL) has been expressed in Es cheri f^°J!; 
p« 2 S « ■ 2 *Ncol site was inserted into the cDNA coding for the lectm precursor [Arango, 
For this pu^se, an sue 109-112] immediately before the codon 

Vinn for a methionine preceding the valine. The mutated cDNA was ligated into pUC-8, then 
£onS into £r P resSon vector pET-3d, which carries a strong V«^^^f^ 
nfShaeeT7 The recombinant plasmid was introduced into the £. c^/i lysogemc stram BL21^E3^ 
oftbepwge i /. incr ^ b growing the bacteria in the presence of isopropyl ^-D- 

SSShS^i^^ ISo^SS^^ fectin was found in an insoluble aggregated form as 
J3S£SS?S^ small part was in the culture medium in a soluble active form ^onal 
^^SiantlSSn was recovered from the inclusion bodies by solubilization with 6Mureain 
^S^^^^on^ P H 10.5, renaturation by lO-Wd- dilution m the same bu^r^nd 
farther adjustment of the pH to 8.0. The recombinant lectin, obtained at a yield of 4-7 mgA culttu-e, 
old by S fiSSiS aS^fly lower molecular mass (56 kDa) than the native lectm, and was devoid 
S coS was, however, essentially 

bv other criteria including its dimeric structure, Western blot analysis with ant^CorL P 0 ^™ 
and rS^SSdSbodii and Ouchterlony double-diffusion analysis wim polyclonal antibodies, 
as well as hemagglutinating activity and specificity for mono- or disacchandes. 



Lectins are carbohydrate-binding proteins present in a 
variety of organisms ranging from bacteria to higher ver- 
tebrates [1, 2]. The most thoroughly studied lectins are those 
extracted from plants, especially from the seeds of the 
leguminosae [3,-4]. They serve as invaluable carbohydrate- 
specific tools in many areas of biological and medical research, 
and are also used clinically. Legume lectins comprise a large 
group of proteins that share extensive similarities in their 
primary amino acid sequences, and possess similar secondary 
and tertiary structures [4-6]. Despite these similarities, they 
display a wide range of carbohydrate specificities. The struc- 
tural basis of these specificities is most likely due to differences 
in the architecture of the variable parts of their bindingsites 
PI- 

Erythrina is a family of over 100 species of deciduous 
leguminous trees and shrubs found in the tropics and sub- 
tropics. Since 1980, lectins from over 20 species of this family 
have been isolated in different laboratories, ten of these by us 
(3, 8]. All Erythrina lectins are composed of two identical, 
or nearly identical, subunits with molecular masses close to 
30 kDa. They are glycoproteins containing 3 — 9% carbo- 
hydrate and are specific for galactose and iV-acetylgalactos- 
amine, with a preference for iV-acetyUactosamine which binds 
10^-30 times better than galactose [8-10]. Recently, the 

Correspondence to N. Sharon, Department of Biophysics, The 
Weumann Institute of Science, IL-761 00 Rehovot, Israel 

Abbreviations. Caps, 3^cyclohexylamino)-l-propanesulfonic 
acid; ECorL, Erythrina corallodendron lectin; rECorL, recombinant 
ECorL; IPTG, isopropyl 0-D-tmogalactopyranoside; PCR, poly- 
merase chain reaction. 



three-dimensional structure of the complex of Ery thrina cor- 
allodendron lectin {ECorL) with lactose has been solved at 0.2- 
nm resolution [7]. a/ ^ a _ , nXTA 

We had previously cloned and sequenced a 1017-bp cDN A 
fragment containing the entire coding region of ECorL [11]. 
This fragment encodes a polypeptide of 281 ammo acids, 
consisting of a leader sequence of 26 amino acids and a mature 
lectin of 255 amino acids. We now report the expression and 
recovery of functional recombinant ECorL (lECorL) in 
Escherichia coli. This was accomplished by introducing the 
region coding for the mature ECorL into an expression vector 
baled on the T7 promoter. The availability of this expression 
system will enable us to perform structure/function relation- 
ship studies of the lectin's binding site by site-directed mu- 
tagenesis, and also to attempt to modify the specificity of the 
lectin. 



MATERIALS AND METHODS 
Materials 

Restriction enzymes and DNA-modifying enzymes were 
obtained from New England Biolabs and United States Bio- 
chemical Corporation (Cleveland, OH). DNA sequencing re- 
agents were also obtained from US Biochemical and JTo^DNA 
polymerase was obtained from New England Biolabs BamUl 
linkers were from Pharmacia; oligonucleotides were from the 
Chemical Services of the Weizmann Institute of Science; pEl- 
3d was from Novagen (Madison, WI). Native ECorL. was 
isolated by affinity chromatography on immobilized galactose 



[8, 12] and further purified by affinity chromatography on 
immobilized concanavalin A as described for Erythrina 
crtstagalli lectin [12]. All other chemicals were- from commer- 
cial sources, of the highest purity available. 

Plasmids and fragments 

Plasmid DNAs were prepared by the alkali/SDS-lysis pro- 
cedure and purified with Qiagen-tip20 columns (Diagen 
UmbH, Dusseldorf) according to the manufacturer's proto- 
cols. DNA fragments were purified by extraction from a low- 
melting agarose gel using standard procedures [13]. Plasmid 
DNAs were introduced into various strains of E. coli by cal- 
cium-mediated transformation [1 3]. 

DNA manipulations for construction of expression vectors 

Digestions with restriction enzymes were performed using 
buffers and conditions supplied by the manufacturers. When 
complete digestion was necessary, the reaction mixtures were 
left overnight. Ligations were done in a reaction mixture con- 
taining ligation buffer (50 mM Tris/HCl pH 7.6, 10 mM 
MgCl 2 and 1 mM ATP), 5 units T4 DNA ligase and the DNAs 
to be hgated at appropriate concentrations [13]; incubation 
was overnight at 15°C. DNA sequencing was carried out by 
the dideoxy-cham-termination method [14], using Sequenase 
version 2.0 kit according to the protocol provided by US 
Biochemical Corp. 

Polymerase chain reaction 

The amplification of the ECorL mutated fragment was 
performed in a 100-ul reaction volume containing polymerase 
chain reaction (PCR) buffer (10 mM Tris/HCl pH 8 3 50 mM 
KC1, 1.5 mM MgCl 2 , 0.01% gelatin), dNTPs (20 uM each) 
50 pmol 3' and 5' primers, 200 ng plEcl-C (a plasmid contain- 
ing the ECorL cDNA) [11], 2.5 units Thermits aquaticus DNA 
polymerase and two drops of mineral oil. The samples were 
placed m a thermal controller (MJ Research) programmed for 
a temperature cycle of 95°C (1 min), 37°C (2 min) and 72°C 
(2 mm). This cycle was repeated 30 times with a 7-min exten- 
sion at 72 °C following the last cycle. The final reaction prod- 
ucts were resolved in a 1 % agarose gel. The amplified fragment 
was prepared for subcloning by a fill-in reaction with T4 DNA 
polymerase. 

Expression of ECorL 

♦u « C ^ BL21 ( DE3 )> a lysogen containing a single gene of 
the T7 RNA polymerase under the control of the inducible 
Iacuv5 promotor, was used for expression of ECorL [15] The 
bacteria with pET-ECorL or control pET-3d were grown at 
37 C, with shaking, in 10 ml NZYM medium (10 g type A 
hydrolysate of casein, 5 g NaCl, 5 g yeast extract and 2 g 
MgS0 4 * 7 H 2 0) [13] containing 0.4% glucose and 100 ug/ml 
ampicillin until mid-log phase (A 600 of 0.6), then induced by 
the addition of isopropyl 0-D-thiogalactopyranoside (IPTC) 
to 0.4 mM and incubation was continued at 25 °C or 37 °C 
Aliquots (1 ml) of bacterial culture were taken after predeter- 
mined periods of induction (up to 24 h). The cells were col- 
lected by centrifugation and suspended in 80 ul double dis- 
tilled water and 20 ul SDS/PAGE sample buffer (0.31 M Tris 
pH 6.8 10% SDS, 50% glycerol and 0.005% bromophenol 
blue). Detection of ECorL in these bacterial lysates after SDS/ 
PAGE was done by staining with Coomassie brilliant blue R- 



250 or by Western blot analysis using a rahh t 
antiserum or a murine monoclonal an tibodwn ^ E 
against native ECorL. The blots were vi SUa °V° 5)r3 
anti-rabbit or anti-mouse antibodies coupled toaE 
phatase, followed by incubation with nitro bl.i^ ne P~ 
(0.3 mg/ml) and bromochloroindolyl phosDhar^? 20 * 
m yV^-dimethylformamide [16]. To offlS^ m ^ 
vECorU the E coli BL21(DE3) cells conta iSSS?^- 
were grown as for small-scale expression excent 
dmm was used and, after addition of 1PTG to fl r , 1 1 ^ 
tration of 0.4 mM, the temperature was shifted S<? nc l 
the culture was further incubated overnigh at thl 25 C ^ 
perature. gm at the same i 

Preparation of inclusion bodies 

Cells from an overnight 1-1 culture were collects 
centrifugation, suspended in 100 ml 0.15 M NaCl <n 
Tns/HCl pH8 (NaCl/Tris buffer), containing 03!" 
lysozyme and left overnight at -20°C. Lysis of the lS 
cells was done by thawing, adding 0.5 ml 1 M M^l fl 
DNase 1 to a final concentration of 7 ug/ml and ISn/i! 
for 5 min with a Branson B-12 tomcat!^ 
tenal was then collected by centrifugation at 8000 x* 3 
Sorvall RC-5B centrifuge, and washed twice in 1 1 NaCir?J 
bufrerwithl°/ 0 ^^ 

membranes and membrane-bound proteins The washing 
were done by stirring the insoluble material with a magncl 
stirrer for 1 h at room temperature followed by centrifuS 
as above The insoluble material obtained after the last wasll 
mg was kept at - 20 °C until used for solubilization. 1 

Solubilization and refolding 

xECorL inclusion bodies were solubilized with 10 ml 6 M 
x m tJ2 mM 3 -f c y clohex y la mino)-l.propanesuifonatc 
(Caps) pH 10.5. The volume of the buffer-containing urea was 
increased until the absorbance of the solution at 280 nmwal 
below 0.5. Refolding was done by slowly diluting the urea 
solution tenfold with 10 mM Caps pH 10.5, followed by ad- 
dition of 0.01 vol. 1 M Tris pH 8, and further adjustment of 
the pH to 7.5 using concentrated HC1. The resulting solution 
was then concentrated by ultrafiltration to about 50 ml using 
a Milhpore (Bedford, MA) Minitan acrylic ultrafiltration sys- 
tem and was dialyzed extensively against 10 mM Tris/HCl 
pH 7.5, containing 1 mM CaCl 2 and 1 mM MnCl 2 . A precipi- 
tate of the non-refolded lectin, which was always formed dur- 
ing this procedure, was removed by centrifugation (8080 x& 
15 mm in the cold) before storage of the lectin solution at 
— 20 °C Prior to any characterization test, the lectin solution 
was further concentrated (using an Amicon ultrafiltration 
stirred cell with a PM-10 membrane) to approximately 1 mg/ 
ml, estimated by absorbance at 280 nm on the assumption 
that a solution containing 1 nig/ml of ECorL has the same 
absorbance as E, cristagalli lectin, namely 1 .53 [9]. 

SDS/PAGE and detection of proteins in gels 

Denaturing PAGE was performed according to Laenunli 
[17] using 12% separation gels and 2.5% stacking gels : 



Analytical molecular sieve chromatography 

The molecular masses of the native and recombinant 
ECorL were determined by gel filtration using a SephadexG- 




m 5 x 90 cm) equilibrated with 10 mM Tris/HCl 
* 15 M NaCl; elution was with the same buffer. The 
lias calibrated with the following proteins of known 
mass: bovine serum albumin (67 kDa), ovalbumin 
bovine chymotrypsinogen (25*kDa) and bovine 
(ease A (13-7 kDa). 



Illiiffusion was done according to Ouchterlpny [18] ex- 
^lat 1% Triton X-100 was added to 1% agarose in 
^^e-buflered saline [15 mM, pH 7.2). 



activity 

I the hemagglutinating activity of the lectin was assayed by 
,te serial dilution method in microtiter plates [19] except that 
tful lectin solution and 25 ul 4% suspension of human-type 
Socytes were used. A unit of activity is defined as the 
J^t concentration of lectin giving visible agglutination. The 
inhibitory activity of sugars was measured by mixing serial 
dflutibns of the sugar with 4 hemagglutinating units of the 
lectin 'before the addition of erythrocytes and detennining the 
lowest concentration giving full inhibition of agglutination. 

^-Terminal sequence determination 

Native and recombinant ECorL (50 ug) were run on a 
12% SDS gel, and electrophoretically transferred to a poly- 
vinylidene difluoride membrane. The membrane was stained 
with 0.1% Coomassie brilliant blue R250, bands correspond- 
ing^to the lectin were cut out from the membrane [20] and 
sequenced on a gas-phase Applied Biosystem automatic se- 
quencer, model 470A. 

Carbohydrate determination 

Total neutral carbohydrate content was determined by the 
phenol/H 2 S0 4 method [21] using mannose as reference sugar. 



RESULTS 

Construction of the expression vector pET-ECorL 

For expression of ECorL in E. coli, the vector pET-3d was 
used [15, 22]. This plasmid is a derivative of pBR322 with a 
^ong promoter, an efficient ribosome binding site and a 
translation initiation region all derived from gene 10 of phage 
T7 (which codes for a major capsid protein of the phage). The 
initiation ATG codon of gene 10 is located in a unique Ncol 
ate and a unique BamUl site is located upstream of gene 10 
transcription termination region [15]. In order to introduce 
toe cDNA coding sequence of the complete mature ECorL 

an Ncol site was created immediately before codon GTG 
« Position 103 - 105 which, in this sequence, codes for Val27, 
^ first amino acid of the mature lectin [23]. This Ncol site 

introduces an ATG preceding Val27 and will code for N- 
knninal methionine in the recombinant lectin. 

Fig. 1 shows the creation of the Ncol site using PCR with 
* 5 ' end primer (CAAAGTTAACCATGGTGA) at positions 
^-107 containing the necessary mutations (bold letters) and 
^ther primer (ACCATTGTTGCAGGTGT) at positions 
^ 6 -932 of the y end of the ECorL cDNA; plEcl-C [11] was 
^e target DNA of the PCR reaction. A fragment of 800 bp 
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Amplification by PCR 
PCR Fragment of ECorL cDN A containing Ncol 

Blunt ended ligation to pUC-8 
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Fig. 1. Creation of Ncol site on ECorL cDNA with PCR. 
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Fig. 2. Construction of pVC-ECorL. 



was obtained and subsequently subcloned in a blunt-end 
fashion into a pUC-8 vector previously digested wtih Hinc: 
In order to reconstruct the entire coding sequence of t 
lectin, an internal SphI site, located at position 224 of t 
nucleotide sequence, was used as shown in Fig. 2. The pU 



Digestion with 
BamHl + EcoRV 

Addition of' 
BamHI linkers 

Digestion with 
Ncol + BamHI 




Digestion with 
Ncol + BamHI 



BamHI 




Fig. 4. SDS/PAGE of E. coli BL21 carrying pET-#Tr„,i o „ 

grown at 37°C until late-log phase and then indurff ^V*" 5 - 
of IPTG to 0.4 mM. At different time JoTn ts S 
culture were taken, cells collected by cenSation J„h q 0tS of 
100 mi SDS/PAGE sample buffer. wSS^SS^ 
Laemmh procedure [17] with 12% eels Prot««. ^ med ^ 

Coomassie brilliant LI I^ tARc^^fi**. 
2 cells containing P ET-ECorL before the addition ofi P^G K 
6 cells containing pET-ECorL induced with IPTG for^ 2 ?• 
18 h, respectively; lane 7, ECorL. ' 4 3 1 



Fig. 3. Construction of pET-ECorL. 



! h « 5?T I i ta,mng ^ PCR f ««™»t was digested with SphI 
and //wdlll, generating two fragments, the first containing 
the vector sequences plus 1 24 bp of the 5' end of ECorL cDNA 
which contains the Ncol mutation and the other (not shown 
mn^'rV ?P hl ~ Hindm fragment of 641 bp contain^ 
most of the 3 coding sequence of the lectin. plEcl-C was 
digested with SphI and HinWI releasing a fragment that 
contains all the coding sequence of ECorL at the 3' end of 
the SphI site (nucleotides 225-868) and- a 3' nontranslated 
sequence (nucleotides 869-1017); the firstfragment obtained 

£° e m ni he , P UC f PCR ve ? OT the 3' end fragment^ 
the plEcl-C vector were ligated, creating a pUC-8 plasmid 
designated as pUC-ECorL, which contained the entu? coding 
sequence of the mature ECorL with the Ncol mutation before 
the N-terminal valine ofthe-mature lectin. Sequence determi- 
nation of the 5' end of this construct, up to the SphI site 
confirmed the Ncol mutation and ensured that no other 
undesired mutations had been produced. 

The ECorL cDNA containing the Ncol site was then sub- 
r°£ . rSJ* 0 ,* 6 ex P ression vector pET-3d as shown in Fig 3 
pUC-ECorL was digested with BamHI and EcoRV, releas ng 
the entire ECorL coding fragment and the non-coding se? 

& 3 a "?5 ^ eiS were to blunt-ended 

£coRV end of the fragment. This linked fragment was then 

f/?^ 1 an , d ^ HI aad Product was ligated 
KJrf PET-3d plasmid previously opened by digestion with 
Ncol and ite/MHI, to generate a recombinant plasmid desig- 
nated as pET-ECorL. 8 

Expression of ECorL in £1 coff 

Fig. 4 shows the results of SDS/PAGE analysis of lysates 
of E. coli BL21(DE3), containing pET-^CtorL, beforelS 



J. 



Fig. 5. Western blot analysis of E. coli BL21 cells carrying pET-ECoA. 
Crude lysates from i bacteria carrying pET-ECorL were size fracbW 
ated on a 12% SDS/PAGE and transferred to a nitrocellulose mem- 
brane. Blots were probed with polyclonal rabbit anti-£OL anti- 
serum or with a mouse monoclonal antibody raised against the lectin. 
Lane 1 BL21 cells with pET-3d alone probed with polyclonal anti- 
serum; lanes 2 and 3, cells containing pET-ECorL induced with IPTQ 
tor 3 h at 37 C, probed with polyclonal antiserum and a monoclonal 
antibody, respectively; lane 4, native ECorL probed with polyclonal 
antiserum. 



after induction with IPTG at 37 "C. For comparison, analysis 
ol a lysate of the parent strain containing pET-3d is also 
included. A band that migrates slightly faster- than the native 
lectin is visible in the lysates after I h of induction. Western 
blot analysis of the cell lysates revealed that this protein band 
reacts with rabbit anti-tfCorL antiserum as well as with » 
murine monoclonal uniibody raised against the native lectin 
(Fig. 5). The amount of rECorL incrciisctl (up to I50mg 
protem/l culture) when the lenincniliirc during the induction 
was lowered from 37"C to 25 C (Fig 6) 
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w , tinn of xECorh from E. coti. Protein samples were analyze! 
ft-^ Son 12% SDS/PAGE and stained with Coomassie 
„ dcctrop h or^on phosphorylase * 94 kDa, albu- 

WoC . Lane 1, molecular ^ n^hvdr^ 30 kDa. trypsin 




Bh»Wtor ^- "- in duced ^ IPTG overnight i . 
S'eS; W rrecombinant ECorL purified from inclusion 
^lane5, native ECorh. 

Purification and refolding of recombinant ECorL 

A small amount of soluble rECorh was found in the culture 
Jim and isolated by immunoaffinity chromatography on 
^»rS£u? However, the yield was so low (less 
In 0 1 ma/1) that it was not studied in detail. The insoluble 
Sion of the cell lysate contained most of the rECorh m the 
oroHnclusion bodies and was recovered by centrfu^uon. 
Contaminating membrane-bound proteins, fragmented cell 
walls and membranes were removed by severalwashmgs in a 
buffer containing Triton X-100 and lysozyme. This procedure 
yielded a pellet of protein aggregates, which, upon analysis by 
SDS/PAGE proved to contain almost exclusively the re- 
combinant lectin (data not shown). Soluble, active protein 
was recovered by dissolving the inclusion bodies in a large 
volume of 6 M urea, and removal of the denaturant under 
alkaline conditions (pH 10.5) as described under Methods. 
After the refolding step, the protein preparation was analyzed 
by SDS/PAGE and proved to contain only the recombinant 
lectin (Fig. 6). Typically, 4-7 mg active rECorh from 1 1 cul- 
ture was obtained, which represented a yield of approximately 
3-4% of the total rECorh present in inclusion bodies. 

Characterization of r ECorL 

SDS/PAGE 

As shown in Fig. 6, rECorh has an apparent subunit mo- 
lecular mass of close to 28 kDa on SDS/PAGE, slightly lower 
than the native protein. This is consistent with the absence in 
the xECorh of the carbohydrate moiety present in ECorh (one 
heptasaccharide, molecular mass 1171 Da/subunit [7, 24]). In- 
deed, analysis for neutral sugar confirmed that the re- 
combinant lectin contains less than 0.7% carbohydrate, com- 
pared to about 6% in native ECorh. 

Molecular mass determination 

The molecular mass of the recombinant protein, as esti- 
niated by gel filtration, was around 56 kDa, compared to 
60 kDa of the native protein, showing that both proteins form 
timers in solution. The slightly lower molecular mass of the 




Fie 7 Ouchterlony double-diffusion analyrfs of recombinant and native 
ECorh with anti-EOrL polyclonal antibodies. Wells: r, TECorh, 10 ug; 
n, ECorU 10 ug; center, 10 ul undiluted rabbit anti-£CorL antiserum. 

recombinant protein can be accounted for by the absence of 
covalently bound carbohydrate. 

Immunological assays 

Blots of the purified recombinant lectin reacted with the 
rabbit anti-^CorL antibodies as well as with six monoclonal 
antibodies prepared against the native ECorh (ciata not 
shown). In addition, on Ouchterlony gel mmiun^ifl^sion 
analysis using polyclonal antibodies to the native ECorh, the 
recombinant and the native lectin developed lines of identity 
with each other (Fig. 7). 

N -terminal sequence 

In rECorh 70% of the lectin molecules have the N-terminal 
sequence Met-Val-Glu-Thr-Ile, whereas 30% have Val-Glu- 
Thr-Ile-Ser, which is the same as the N-terminal pentapeptide 
of the native lectin [23]. 

Hemagglutination assays 

The minimal hemagglutinating concentration of r£CorL 
was the same as that of the native protein (3 ug/ml and 3.3 ug/ 
ml respectively). The results of inhibition of hemagglutination 
are given in Fig. 8, The hemagglutinating activity of both 
lectins was 2-4 times more sensitive to mhibiUon by /V- 
acetylgalactosamine than by galactose. Methyl P-^^' 
galactosaminide was a powerful inhibitor, being 256 and 512 
times stronger than galactose for ECorh and rECorh, respec- 
tively The two lectins were equally sensitive to /V- 
acetyuactosarnine (16 times more than to galactose) and no 
inhibition was observed by 250 mM glucose or mannose. 



DISCUSSION 

In this paper, we describe the construction of an expression 
vector containing the entire coding sequence of the mature 
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ECorL its expression in E. coli, and the isolation and char- 
S2 on * a f«?ctionaUy active recombinant lectin. 
AJthough small quantities of the lectin were found in soluble 
active form in the culture medium, the bulk was in the form of 
inclusion bodies from which active protein could be recovered 

Sfonf a hZat, ? 0 Wlth , Urea and refoldin S in Valine con- 
ditions. Accumulation of recombinant proteins as insoluble 
aggregates in E coli is a common phenomenon [251. To obtain 
an activeproteinfrom these aggregates usually necessitates the 
use of strong denaturing agents, such as urea or guanidinium 
hydrochloride, followed by refolding of the protein tote 
native conformation [25]. This last step requires somewhat 
^7^^°^ 7 Mch m uni « ue to <* ch Protein and 
nS [ o ^JlS n fr In °" case, the alkaline 

pH of the buffer used for diluting out the urea, and a concen- 
tration of protein of less than 0.35 mg/ml (A 280 < 0 51 before 
dilution were critical for the recovery^ acuveprc-teS • wtn 
neutral buffers or higher protein concentrations were^eS aH 
the recombinant protein precipitated ^immediately 

£.. coli J26 — 28]. Recombinant pea lectin was found to be 
expressed in the form of inclusion bodies, which were 
solubihzed with guanidinium hydrochloride but, in conS 
to our case the refolding step did not require^ the uaTof 
alkaline conditions and the yield of active protein was higher 
than ours (between 10-20%) [26] 

^e recombinant ECorL is very similar in its properties to 

SLt- UVe P r0tem 38 Sh0WD by a number of criteria: gel- 
ffltration chromatography showed that the recombinant lectin 
exists in solution as a dimer; Ouchterlony double-diffusion 
analysis with polyclonal antibodies and Western blot anahSs 
with several monoclonal antibodies showed that both lectins 
are immunologically indistinguishable. There are however 
^ n f S betWe t° recomb ^nt ECorL and the native 
protein. rECorL is not glycosylated and, as a result, its molec- 



ular mass is slightly lower than that of the n*,; . 
70% of rECorL molecules contain an add?,? * !ecti ** 
at the N-terminal. Our results u^ M £*£* ^ 
do not affect the hemagglutinating activ fy 0 fe *«3 
its carbohydrate specificity. Indeed, both theT prote *i 
recombinant lectins are inhibited by the sam? 
carbohydrates without any significant df£ Spectr «m 
qualitatively or quantitatively. ^ZJ^S^. * 
low accuracy of the hemagglutination^ assay J^ 011 
good agreement with the relative inhibitory acti^; * "» 
for ECorL [8, 10, 29] and in the range foS?V** 
Erythrma lectins [3, 8]. This point is of crScia] SoS* °* 
further structure/function relationship iSs^^T 
carbohydrate binding site. The finding thaMh. t lecti 
moiety of ECorL has no effect ontl^EP^^ 
ports other reports showing that carbonE?** 
combinant lectins are as active as the native onS 
the activity of glycoprotein lectins is indenend? ] ; 11 
covalently bound carbohydrate was proposTbt Z 5 * 
years ago [30]. *"«pu5ea oy us some 

We now have a system that allows us to alter ,w 
amino acids in the binding site of ECorL . -2 • ^ 
to study their effect on thf suga splSSt of Z** * 
Aecordingto currently propose! mod^Sltray^ 

a conserved constellation of residues (As P 89, Gly W PheT 

and ^"VV^ inVOlved directly in hydrogeo bom 
"1 h ^ r0ph ° b i c "faction, with the bound sugar 52 

£. ? k u u miD ° acid residues and sequent 3 

the carbohydrate-binding pocket of rECorL, by siSS 
mutagenesis, will provide us with valuable infonnSX 
better understandmg of the carbohydrate specificity of leZ 
lectins, and hopefully of lectins from omer soured as wST 
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